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mm^] mmm 
m^mi] TiH (1) ~ (4) (Djim^^ti. DNA(Dmmm. 

x'-*^>^v>r-x'-^o^§s!i:^-5^f4^T5j<U ^^-if^liyK^S (PGR) 

, DN A^r-a-^K-rsc 

(4) TtB (4 a) ^tK (4 b) ©X^S:, J iJltmm 1 75)^^N- 1 iZf^ 
(4 a) ^f^DtDN Ai:, Sfi^SH^J® 5' {If:;^)^ N - J # g (7)gi5^SB^^J$:^t- 
:^v-^S:Mv^T, ^(7)D N A^ J: t>';r U :Jv-7b^':/^ "T-M-O^Mi: ^ 
'5^#T'PCR$:^fV^, DNA$:-^^-r-5o 

(4 b) ^^Lr=.DN A(Dmm^^^n^\ N-J^B^^^jN+I + J#g(7)g|$ 
^iB^^fJ 5: ^ i^SSH^J §: ^ f -5 D N A 5: t S c 

(1) -a-mbj:^i:t-SDNA©f^M^'JT'fe-5gei;iB3?'J$:2" (nltiE(Dmm 
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(2) TIB (2 a) (Dxm^. j {jitmm) t>^i^^^2''~'^izfjt^tr^m^)m 

(3) Tta (3 a) i ( i li^jgJc) ti^ Z'fy^^ niZfjt^txm^)M-to 
(3 a) TIB (3 a i ) k ( k li^i§[) ^ 2 ""Uc:^S ^ T'^ 
UMLT, 2""^McODNA$:$g5t1-^o 

(3 a i) B6^iB^rj(D5' ■iI;&^^2^ • ( k - 1 ) + 1 # g ~ 2 ^ • (k-1/2 
) #S®gP^@H^tJ$:^t^DNA$:'^ti»;S/^;m^, 2'- (k-1/2) 

-2* • K^^cDm-^^mmzmmm^jimn^^tiDNA^^tiRjZMt^m^L 

, ;K/;S:M^C'g•^tl•5DNA7!)'^:/^-rv-^o^Mi:?^'5^#TPCR^=^?v^, D 
NA$:-^^-r-5o 

[m^m3] (2a) J^X^ (2ai) (7)X@{C^V^T, r^OXgtCiE^S^S: 1 
i:L Xli, il^-t^;S/SMil(Dit$:ii^t-Sft^]S2fa^®i^7g?So 
[0 0 0 1] 

~ W^WiiTDWAWmS^^izmT^^(DW:^W^ " " ^" " 

[0 0 0 2] 
[figjf^CD^^] 

miz^^:fjm^ti^ni^nx\f^^o 
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[0 0 0 3] 

[0 0 0 4] 
[0 0 0 5] 

m-t^::tV^'^~^mMh, 3' ^il^m(^^^VM^Lr:^2:^<D-:^mDN A^ 
[0 0 0 6] 

tr£t>^, :^mmit. TIB (1) ~ (4) (DUm^^ti, DNA(^Sgat^S (J^^ 
[0 0 0 7] 

(1) ^^L^o t-t^DNA(D^smm'v&^^mm^n^2N iNi,tsE(Dmm. 
cd^p¥^Mp:^^?F11^C7^I raw® 5^ti^?> Nil i^ar^m 

[0 0 0 8] 
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(2) nmrn^m^' m:fy'^N^M(Dm'^mn^m-t:^yi-v zi-^-t. n+i# 

[0 0 0 9] 
[0 0 10] 

(4) TIB (4 a) JkXJ^ (4 b) (DJim^. J ( J ItmB) i)"^ 1 f)^ - 1 iZfjt 

(4 b) -^^bfeDNA(Z)iH^m^$:^fV^, N - J # g *^ N + 1+ J # g ©SP 
[0011] 

tr^, :^mmit. ria (i) ~ (4) (Djim^^ti. DNA(Dmmm aiir. 

[0 0 12] 

(1) -^^LJ:e)i:t--5DNA(Z)j^»BB^rjT'fe-5g65iH^!J$:2" (nliiEcDMm 
[0 0 13] 

(2) Tta (2 a) j (jitmm) *U 75)^eJ 2"~l{C;5;-5^T'ii^Uig 
L, 2"-lM®H^&^i^$:$gJ^t--5 = 

(2 a) Bmm^mb' MA^^ 2 J - l#g®gP:J>@e^tJ$:;ti-S^U ^V-^, 
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i(f 2 0 0 0 — 2 2 9 2 8 4 



2 j ^Mo^)^^mmKmmmf£^mmm^m-t^:tv zj^-t^m^^r. 

So 

[0014] 

(3) TS3 (3 a) (DJin^. i (ili^^) 2 ;^)^ e> n lC7^-g> ^ T'^ U jgfo 
(3 a) TfH (3 a i) (Z)X^$:. k (kt«iS:) 1 ^^ ^ 2 tc;^ S ^ T'^ 

U^MbT, 2"~^M(Z)DN A$:ig7t-r-5o 

(3ai) mmmm<D5' mtf^^z^- (k-d +i#g~2^- (k-1/2 
) ^^(D^^^mm^^tiDN A^^ti^}:Bmt. 2'- (k-1/2) 

-2^- k#@(7)g|J^^@B^J(C^S^e<;7S:iB^(J$:^t^DNA$:^tfMf5?Ki:5:M^L 
[0 0 15] 

(4) g69SH3'[J*^^^2®$tlS;R$$:W-r'5DNA$::J>ltb, 
[0 0 16] 

m2(D^mMmT^mzi3\^^Xit. (2 a) RZJ^ (2 a D ©XglC^VNT, 7^ 
[0 0 17] 
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PAT. mi(D^nmmmm(D^jimiz'D\,^xmmt^. 

[0 0 18] 
[0 0 19] 

pj^-a-r-S^ltt, (2) (4 a) (7)X@(Z) P C RW^f^f^T'^Mfi^tC^f-^f 

[0 0 2 0]. 

4J5:tJ«-a-^!K^¥^^*$:#;i;-rtili^* L<li8 0-1 2 OjKaT'fe^o B61;®SB 

ttS6^@e?ui:gP:9'@e?(i®;^$, 5:t>', sp^e-iB^jfc^t-t^iiig^-^siEr^c^^xsa^^a - 

[0 0 2 1] 

-5(Z){C+:$3^;&;^^Tfetltfck <, iimfCti, 1 7 ~4 0 f^^-efeSc r(Z)M^U 
CD@H^J(Z)^^{C|^LT{i, il^® PC >^^>rv-(Z)Sgtt{Cj3V>T%)^ 
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[0 0 2 2] 

PCR$:^?V^, DN A^^m-t^o 
[0 0 2 3] 

[0 0 2 4] 
[0 0 2 5] 

p c Ro^mt. ii^® p c R mmiz^i^^^ui^xmM-ttntj:\>\ 

PCRR}ZM(Di^m^^MthXit. 0.5fin^ytV ^-7-. 20 mM Tris-HCl ( 
pH 8.3(25°C))> 1.5 mM MgClg, 0.05% Tween 20, 100 g/mlif > Xli B S A 
, 50/iM :g.dNTP, 0.02 units/ /il Taq D N A /K U ^ - "fe'^^^lf ^ tl-g) 
ttSJi^aS) o ;S^S®^;|ti?--r^;i/^l LTti, ^'f£*^94'-98°C30|!!>~l:J3\ T- 
- V > ^^;()'«50~60°C30$I>~ 1 #^7b^65'-72°C30#~ 1 i^a>-9-^ ;i/ $:20~30 

^'^^2 — 5^3^7 oT%; j:V^, ^}Z^(DW±lt, M'^iZ.lt, 4 °C ilEDTA ( 
«^Skir mMr (^;(;DTcXo ~ " = ^ ^ 

[0 0 2 6] 

dNTP(Da^li7lSlC«0.1~0.5AMT'^-g)o dNTPCDtg^tt, M^SM^^^lK*, 
[0 0 2 7] 
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[0 0 2 8] 

S Q 

[0 0 2 9] 

DNA^KU ^^-ifO^iStt, S^lCJ;oTM?^'2>*'^> Taq DNAtKU ^ ^-if (D« 
•^Cli, ®#{cii 1 ~4units/i00/t iTfeSo ^^**^#-r^*'5i:##M6^*ti|'S 

[0 0 3 0] 

PCRT'li, 1 -t»--f ^';bgtC^VNTli. 2S!^®:^U ifv-7b^. 

i: -5 i; e) {C ^# & -t -5 o 
[0 0 3 1] 

[0 0 3 2] 

w^<Dmmi. fflv^<&DNA3}<u ^^--ecDS^, WMLr^\^m^(DM^ tm. 

{Cj:oTli. DNA;KU ^^-if®^?!§*^#X.^tl-5>(Z)T% DNA^K U ^ ^-if ®ii*D 
[0 0 3 3] 
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[0 0 3 4] 

±iB® j;e)^pcRii, mmtf^^DN Ati^-:^m(Dr:L&). m.^(D-m^ 

S ^£ h iq^ If tl ^ # ?S $r a? M L T =fo J: V ^ „ 
[0 0 3 5] 

(3) C^X^T'li. -&^LfeDNA(DiH^lm^$:^fV^, S S^SB^rjcZ) 5 ' mti^h 
[0 0 3 6] 

L D N A ® SB^'JS^^ jlS(Z):^?5^tc i o T -5 3 ;b^T' ^ S o Mx. li. 
[0 0 3 7] 

(4) (DXMT'ii, TSB (4 a) M (4 b) J ( J {i^fS:) 1 
*^^N- 1 {c;&-5^-e^Uig-ro 

(4 a) ^f^L;tDNAi:, S6^iB3^rj©5' -fillTb^^N- J#^(Z>^P^gH^[^$:^"r 
=^v-i:$:fflv^TPCR$:^fv^, D N A $:-a-^-r So 

(4 b) -^^i^L^tDN A®i^^[l^^?:^fV^, N- J#i*^e,N+ 1 + J#S(Dg[J 
[0 0 3 8] 

(4 a) (DX^T'^f ^ P C Rli, D N A(^#-2fs:^i: 2 S^C^^ U if V 
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[0 0 3 9] 
[0 0 4 0] 

(4 a) COJimit. mm-^tlt^DN At)'^-^^K^tnX\^^^Ztt. fflV^S::^- 
U ifV-*'!m^'5 3i:CDftfi{±, (2) (DJimtmrnX^^^ PCR(D^mtZ(D 
Bv^§:#;^LT^^$tL■5*^, ( 2 ) (Z)X@CO^#(D^^<D|^lC, (4a)®^ 
#tj^MLTJ3l:tli (2) il|sIi:^#T'=rf e) r ^A'^T'^'Sc 
[0 0 4 1 ] 

(Ah) (D limit. (3) (Dj:mtm^X'^\^^o 

[0 0 4 2] 

^T, n^63o^m(D^smm^mt^DNA^mj^-t^m^-^mizLxmm 

[0 0 4 3] 

±^^1 o(D^miz^mi^ (N = 5) , m6^mm<D^^^9om.m. m^»;®^ 

SSrSOJgSi: UT, SP^^SB^^rJSrSg^t-e (Ell) „ ?!kVN-e5' 
5S^^cov^■rg|5:^^@H3''J$:*t-S;^-U rJ-T- (U5~U1) , 6#g;6>?3 1 0#BIC 
oV^Tg|J^@H^rJ{C^g^i^[^J;^@H3?IJ§:^^§:tU (L1~L5) ^^m^t^o 

[0 0 4 4] 

>r U ifV-UlJ3cfct>*Ll$:MV^T, 9 4°C2^CD#, 9 8 °C 3 0 #\ 6 0 °C 3 0 
#^J:t>*6 8°C 1 3 0tlI-?-LT6 8 °C 1 0 P C R S:^? 

[0 0 4 5] 

^!?JV^T^ TIB (I) ~ (IV) (Dum^n^. 

(I) ^^StlfeDNAi:, ;r U :lV-U2fe«fct>*L2i:5:fflV%T_tfai:llI^#T'P 
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CR^n^\ 270 hp(DDN A^^m-t^o # e> tl?t D N A (Z)@H^(m^ ^^f Vn, ^ 

(II) mifi^tit^DN At. ;rU :lV-U3J3J:t>*L3i:$:MvxT_hfHi:l^^#-?rP 
CR^^7^\ 390 bp(Z)DN A$:-^J^1- S„ # D N A^gS^^'J^g 5:^f ^ 

(III) ^^^tlfeDNAi:, 31-U I3V-U4^ j:t^*L4i:$:Mv^T±tBi:|s^^#T' 
PCR?:^?VN, 510 hp<DDN A^^m-t^o # ^ tlfe D N A®Sg^fJS^^ V^, 
^ ^ $ 4x MB ^rj ^ f -5 *j ® ^ f -5 = 

(IV) ^^^tlfcDN Ai:, :rU =3'V-U5J3i:t^^5i:$:MV^T±tH^|BI^f4^•T?P 
CR$:^fV^, 630 bp(^DN ASr-^^-T'S. # tlfe D N A(Z)iH^fm^ ^^?V^, ^ 
^ $ tl IH^rj 5: ;t § ® t- o 

[0 0 4 6] 

[0 0 4 7] 

•t^^P^iH^a^M^U $:«-r-5<fce)tcM;tL, mmt^r.'DOy^V zi^-^^^ 

"l^rTm 2^* M^MMS ® #xMTc5 V vrm 0f Tl> » ^ ^ 

[0 0 4 8] 

(1) (DJimxlt. -^^L il-r-SDN AOi^aSB^fJT'feS @6^@H^!J$: 2" 



2001-3035075 



i^2000 — 229284 



[0 0 4 9] 

M-^-r-S^ti. (2a) J3cf:t>* (3ai) ®X^(Z) P C R(D^#T'#M61;iC^-^ 
[0 0 5 0] 

aSfCli, 8 0- 1 2 0J^Sl?^-5o nCDigHtt, ZICD^S^, g 6^®@B^IJ®;S$ 

So 

[0 0 5 1 ] 

S<7)tC-h^>^:R$T'fetlli J: <> slSlCli, 1 7 ~ 4 0 J^^T$> S o ^©fi;^'; 

•^n^cDummiz. pcR<D^mzn^^x. ^mB^&s^v(DM^izj:^^^^ 

xm-'X^£<x%j:<. ^mm^fit.±nmmmt.^^mi.xm'Kmm^ti^. m 
^mo^mmi}mtnz'DtiX':f^4'7~mmmii^£^DN A(D^^i!}^M<f£ 

^(D-^. Ytl^^CxW^£^0^€'^W ^ ^ ^ - 

[0 0 5 2] 

(2) C^XgT'tt. TIB (2 a) ®X@$:, j ( j l«i$C) 7bn75)^^2"~l{C 
(2 a) B6UgH^iJ®5' #1*^^ 2 j - l#@a)§P^^@2^iJ&#^S;r'J d^v-ii. 
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[0 0 5 3] 

(2 a) (DJimt. m I (D:^^mm^Wi<D (2) (DXMt.nm\zLxnoz.h 

iS^X^^. (3ai) ®X®T'MV^e>tl'5, ^^-f V-^^tMi: ^-5 D N 

[0 0 5 4] 

(3) (DJlUX\t. TS3 (3 a) CDX@§:> i ( i ii^EiSc) *"J2*^^nlC^^ 

(3 a) TIB (3 a i) (DXM^. k ( k liMiSC) ^^jU *n 2 ""^c;&-5 ^ T'^ 
UagbT, 2""'M®DN A $:$git-r -So 

(3ai) S6!FSH^rj(^ 5' {W*^^2'- (k-l)+l#g~2^- (k-1/2 
) #SO§[5:$3^iB^rj$:^t^DNA$:^tf;S^S:?Si:> 2^- (k-1/2) 
~2^ • k#@(Z>g|$i)-SB^[J{C^BIie^;S:@H^fJS:^t^DNA$:^t?Mf5IR^§:M'^b 
, ;K^r>M{C-^*tl-5DNA*'J>^^'f V-M.oi^Mi:^'5^#'ePCR$:^fV\, D 
NA$:-^fiK-rSo 

[0 0 5 5] 

(3 a i) ©XST'li, t»rlg|5§T-^5e5tl?t;SJ;5?S$:ii'^L.> PCR$:^Te)o ^ 
'ffi, r--U >^^^J;t>*#:S®;Si:S:^#{i (2 a) (DX^ii J: v\*^, 

ToTsT] ' ~ ^ — _ ^ _ 

-So 

[0 0 5 7] 
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[0 0 5 8] 
[0 0 5 9] 

m2(DW\HiZm-t^OiZkal. Aa2, Abl, Ab2, Bal, Ba2, Bbl^t>*Bb2(Z) 8 M ( 
n = 3) (DT^UlfV- (;g$9 0J^S) ^rMSf-So Aali:Aa2, Abl^Ab2, Bal 
i:Ba2, Bbli:Bb2, Aa2i:Abl, Ba2 ilBblli-?- tl-?tl 3 0 J^S, Ab2 il Balli 4 0 ±& 

[0 0 6 0] 

$fe-r, Aali:Aa2, Abl^Ab2, Bali:Ba2, Bbli:Bb2$:■etl■€tl-^t^M^t^M$:iiS^ 
[0 0 6 1] 

m(Dm^m^(Dti'^mn/it\f^-^m'\itf^mx 5 0 oj^«M©t)<D5:-^^Lfe 

[0 0 6 2] 

2^i:|iWS5iTC j:^'%T^ i ®^#gW®^ 

^il^i^igS^T' V^ ^ i?) tC, ft«(Z)@H^[|(D D N A 0Di^5^ AWIgT' ^ = 
[0 0 6 3] 



1 4 
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[0 0 6 4] 

&mmmt)K n^^2 mr-D^ <r£^(D xmmmm ^ <^mi\s.-t^mz.m 

[0 0 6 5] 

m2(D^^mmi^mz.i5^^Xit. (2 a) RX^ (2 a i) (Z)Xg^CJ3V^T, 
[0 0 6 6] 

#^|^PCRO=^{C^X.T : 2-1 : 9) , ?^C^;SJC&lCig:>M^{i 

[0 0 6 7] 

1 : 4(Dm^^m2^^mLX^m-t^o Aali:Aa2$:4 : 1, Abli:Ab2$: 1 : 
4, BaltBa2$:4 : 1, Bbli:Bb2$:l : 4 ®Mi:tT';K^5MlC;(lDX.T P C R e) 
(Bali:Ba2, Bbl i:Bb2{±^EI:^) „ Aali:Aa2®S^S?£i:Abli:Ab2CDH/^;^?g§: 4 : 
1 (Z)4i;fc-eig-^LTPCR$:iff ttc. BzlilBz2(D^mW.tBhliiBh2(D^mWL 
5:4 : 1 ©MirfcT'M-^LTPCR&^f (^0^) o ^^V^T% Aal~Ab2®;5/^?S 
i:Bal'-Bb2®>K/^:m$:4 : 1 (DmitXU^LX P C R^^O o # ^ tl^H/iSM^J 

[0 0 6 8] 
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[0 0 6 9] 
[0 0 7 0] 

PAT. mmmizj:i):^mm^wim-t^. 

[0 0 7 1] 

immm 1 1 

V- (ui~u5) Rx^^mmm(Dm^mm^nmmrj:mm^m-t^^v ^'-7- (u 

-L5) Sr-^^bfeo m^\}5RX^Ll^L5(Dm.mm^l^mm^^2^ 1 1 {C-?-tl-?tl 
^■tc Ul~U5&t>*Ll~L5®^fiM^$:igi lC5^t-o 

[0 0 7 2] 

H/S{Cl±, Clontech^t$g®PCR=^r^y h "Cfe S Advantage cDNA PGR Kit$:ffiV^ 
T, 0.4/iM Ul^tJfLl, 40 mM h U e/>-K0H(25°CT'pH 9.2). 15 mMB^^:;Jj U "t^ A 
(KOAc) , 1.5 mmm-^V^^ty^^ (Mg(0Ac)2) , 75 /i g/ml^ iy itmr JV^ ^ y 
(BSA) , 0.2 mM #dNTP, 0.5^1 Advantage KlenTaq Polymerase JUx^^tiK 

[0 0 7 3] 

v>'!fRm. ;sit>\ 6 8°cx i^ayw^RiZ^o)"^^ omm\ m^<DW 

[0 0 7 4] 

m^nr:LBL}Zsmm^ Tits n~xm%i^mic^ ^ji^mi^. uis:t>*Li(^JS»@H^y*^ 
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y ^M^^ ^ - ^V hT'fe<5pGEM-T Vector System (Promega:^:) T'^*^ S 
[0 0 7 5] 

n^^-t. mM<Dmmit^ u-y^x^^^). ^u-y^(D^iz r*j ®#VNr 

[0 0 7 6] 

Bmm^^i^m-t^^u~y^^(D^t'^k(DR}:t;izmmLr^. ui^t>*Li(Z)f^*3U 

[0 0 7 7] 

^ □ ^ -T'$>-5pGEM-T Vector System (Promega:^:) 

hiZ'!7U-=.y^Lr=.. 

[0 0 7 8] 

0 izm-t^mmn^^-t^^ u-ytim^nr^o m^ — io ^ci3v^T i #_hjc@ 

mm^n^B-to f^M<Dm^lt^u~y^x&ij. ^u~y^<D^iz r*j ®>f^f 
V ^ T v\ -5 % ® @ filJiB^rj ;t f -5 ^ n - > T' -5 c 
[0 0 7 9] 

(crr® ST^" ^ CTfe n^ZT usSmsET^^Ca-EtSi: jilW^Hra $: 

[0 0 8 0] 



1 7 



2001-3035075 



#2 000 — 229284 



^ n - — ^^M^^^ ^ -"efe-5pGEM-T Vector System (Promega:f±) T'^^l^^' 
[0 0 8 1] 

1 Sizm'tm.mmm^^'t^^ u -yf)mii,tit=.o ^11-1 8{CfeV^T l#_t 
iz^mmm^B-to ^M(Dm^it^u~y^v&i). ^ u-y^o^iz r*j 
CD # V N T V % s ® g 6«j @g ^rj & ^ f <5 ^ n - > § o 

[0 0 8 2] 
[0 0 8 3] 

^ n— ^>^*M'<i'^-'^fe-5pGEM-T Vector System (Promega^±) 1: ^ ^ \^ ^ 

h\z^u--yifLtc. 

[0 0 8 4] 

2 Qic^f *^»@H3?'JS:^"r-g>^n->:^)^#e)tifeo ^19-2 9^cfev^T 1 #_h 

® # V N T V ^ ^ ® (i @ 6<J@g?lI :fr -5 ^ □ - > T' -5 o 
[0 0 8 5] 

[0 0 8 6] 

^ D-n>^M'^^ ^ -T'fe-SpGEM-T Vector System (Promega^t) "T^^f 
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[0 0 8 7] 

4 2 iz^-rmmmm^m-t^^ u-yttm^otircL. ms o~4 2 ^c^3v^T i#± 

CD # V N T V N -5> © S 6?; BB 3?fJ ^ -5 ^ n - > -e c 

[0 0 8 8] 

z: (Z) J: e) ic L T S 6^g2^!l ^ -r -5 D N A 5: -r <5 :i ^ ^'^T' ^ o 
[0 0 8 9] 
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mi 







10 


20 


30 40 


50 




UlLl 


1 


AAGATCCTTC 


TTATTCCCAA 


-CCAGGATGA TGGGCACGTT GGGACAGAAA 


50 


UlLl(Ol) 


1 


AAGATCCTTC 


TTATTCCCAA 


-CCAGGATGA TGGGCACGTT 


GGGACAGAAA 


50 


U1L1(02) 


1 


AAGATCCTTC TTATTCCCAA 


-CCAGGATGA TAGGCACGTT GGGACAGAAA 


50 


U1L1(03) 


1 


AAGATCCTT- 








50 








01L1(04) 


1 


AAGATCCTTC TTATTCCCAA 


-CCAGGATGA TGGGCACGTT GGGACAGACA 


50 


U1L1(06) 


1 


AAGATCCTTC TTATTCCCAA 


-CCAGGATGA TGGGCACGTT GGGACAGAAA 


50 


01L1(07)» 


1 


AAGATCCTTC 


TTATTCCCAA 


-CCAGGATGA TGGGCACGTT 


GGGACAGAAA 


50 


UlLKOS)* 


1 


AAGATCCTTC TTATTCCCAA 


-CCAGGATGA TGGGCACGTT 


GGGACAGAAA 


50 


U1LU09) 


J 


AAGA7CCC7C 


TTATTCCCAA 


'CCAGGATGA TGGGCACGTT 


GGGACAGAAA 


50 


UlLl(lO) 


1 


AAGATCCTTC 


TTATTCCCAA 


-CCAGGATGA TGGGCACGTT GGGACAGAAA 


50 


UlLl(ll) 


1 


AAGATCCTTC 


TTATTCCCAA 


-CCAGGATGA TGGGCACGTT 


GGGACAGAAA 


50 


U1L1(12) 


1 


AAGATCCTTC TTATTCCCAA 


-CCAGGATGA TGGGCACGTT 


GGGACAGAAA 


50 


U1L1(I3) 


1 


AAGATCCTTC 


TTATTCCCAA 


-CCAGGATGA TGGGCACGTT 


GGGACAGAAA 


50 


UIL1(14)* 


1 


AAGATCCTTC 


TTATTCCCAA 


-CCAGGATGA TGGGCACGTT 


GGGACAGAAA 


50 


UILKIS) 


1 


AAGATCCTTC 


TTATTCCCAA 


-CCAGGATGA TGGGCACGTT 


GGGACAGAAA 


50 


U1L1(18) 


1 


AAGATCCTTC 


TTATTCCCAA 


-CCAGGATGA TGGGCACGTT 


GGGACAGAAA 


50 


U1L1(19) 


1 


AAGATCCTTC 


TTATTCCCAA 


CCCAGGATGA TGGGCACGTT 


GGGACAGAAA 


50 


D1L1(20) 


1 


AAGATCCTTC TTATTCCCAA 


-CCAGGATGA TGGGCACGTT 


GGGACAGAAA 


50 


U1L1(21) 


1 


AAGATCCTTC 


TTATTCCCAA 


-CCAGGATGA TGGGCACGTT 


GGGACAGAAA 


50 


U1L1(23) 


1 


AAGATCCTTC 


TTATTCCCAA 


-CCAGGATGA TGGGCACGTT 


GGGACAGAAA 


50 


D1L1(24)* 


1 


AAGATCCTTC 


TTATTCCCAA 


-CCAGGATGA TGGGCACGTT 


GGGACAGAAA 


50 


U1L1(25) 


1 


AAGATCCTTC 


TTATTCCCAA 


-CCAGGATGA TGGGCACGTT 


GGGACAGAAA 


50 


01L1(26) 


I 


AAGATCCTTC 


TTATTCC-AA 


-CCAGGAT GGGCACGTT 


GGGACAGAAA 


50 


U1L1(27) 


1 


AAGATCCTTC 


TTATTCCCAA 


-CCAGGATGA -GGGCACGTT 


GGGACAGAAA 


50 


U1L1(28) 


1 


AAGATCCTTC 


TTATTCCCAA 


ACCAGGATGA TGGGCACGTT 


GGGACAGAAA 


50 


U1L1(29) 


1 


AAGATCCTT- 


TTATTCCCAA 


-CCAGGATGA TGGGCACGTT 


GGGACAGAAA 


50 


U1L1(30)* 


1 


AAGATCCTTC 


TTATTCCCAA 


-CCAGGATGA TGGGCACGTT GGGACAGAAA 


50 


U1L1(31) 


1 


AAGATCCTTC 


TTATTCCCAA 


-CCAGGATGA TGGGCACGTT 


GGGACAGAAA 


50 


U1L1(32) 


1 








AAA 


50 










U1L1(33) 


1 


AAGATCCTTC 


TTATTCCCAA 






50 


-CCAGGA 




U1L1(34) 


1 


AAGA-CCT-C 


TTATTCCCAA 


-CCAGGATGA TGGGCACGTT 


GGGACAGAAA 


50 


U1L1(35) 


1 


AAGATCCTTC 


TTATTCC-AA 


-CCAG 




50 






U1L1(36) 


1 


AAGATCCTT- 


TTATTCCCAA 


-CCAGGATGA TGGGCACGTT 


GGGACAGAAA 


50 
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60 70 


80 


90 


100 




UlLl 


51 


TGCTTGACTT CTGGGGTCC- 


ACTTTTCTGG 


GATGTTTTCT AAACTATCAG 


100 


UlLKOl) 


51 


TGCTTGACTT CTGGGGTCC- 


ACTTTTCTGG 


GAT 




100 


U1L1(02) 


51 


TGCTTGACTT CTGGG6TCC- 


ACTTTTCTGG 


GATGTTTTCT AAACTATCAG 


100 


U1L1(03) 


51 


TCC- 


ACTTTTCTGG 


GATGTTTTCT AAACTATCAG 


100 


U1L1(04) 


51 


TGCTTGACTT ATGGGGTCC- 


ACTTTTCTGG 


GATGTTTTCT AAACTATCAG 


100 


U1L1(06) 


51 


TGCTTGACTT CTGGGGTCC - 


ACTTTTCTGG 


GATGTTTTCT AAACTATCAG 


100 


U1L1(07)* 


51 


TGCTTGACTT CTGGGGTCC- 


ACTTTTCTGG 


GATGTTTTCT AAACTATCAG 


100 


U1L1{08)* 


51 


TGCTTGACTT CTGGGGTCC- 


ACTTTTCTGG 


GATGTTTTCT 


AAACTATCAG 


100 


01L1(09) 


51 


TGCTTGACTT CTGGGGTCC- 


ACTTTTCTGG 


GATGTTTTCT AAACTATCAG 


100 


UlLKlO) 


51 


TGCTTGACTT CTGGGGTC— 


ACTTTTCTGG 


GATGTTTTCT 


AAACTATCAG 


100 


UlLKU) 


51 


TGCTTGACTT CTGGGGTCC- 


ACTTTTCTGG 


GATGTTTTCT AAACTATCAG 


100 


UILKIZ) 


51 


TGCn CTGGGGTCC- 


ACTTHCTGG 


GATGTTTTCT AAACTATCAG 


100 


U1L1(13) 


51 


TGCTTGACTT CTGGGGTCC- 


ACTTTTCTGG 


GATGTTTTCT 


AAACTAT— - 


100 


U1L](14)* 


51 


TGCTTGACTT CTGGGGTCC- 


ACTTTTCTGG 


GATGTTTTCT AAACTATCAG 


100 


D1L1(15) 


51 


TGCTTGACTT CTGGGGTCCC 


ACTTTTCTGG 


GATGTTTTCT 


AAACTATCAG 


100 


U1L1(18) 


51 


TGCTTGACTT CTGGGGTCC- 


ACTTTTCTGG 


GATGTTTTCT 


AAACTATCAG 


100 


U1L1{19) 


51 


TGCTTGACTT CTGGGGTCC- 


ACTTTTCTGG 


GATGTTTTCT AAACTATCAG 


100 


U1L1(20) 


51 


TGCTTGACTT CTGGGGTCC- 


ACTTTTCTGG 


GATGTTTTCT AAACTATCAG 


100 


U1L1(21) 


51 


TGCTTGACTT CTGGGGTCC- 


ACTTTTCTGG 


GATGTTTTCT 


AAACTATCAG 


100 


U1L1(23) 


51 


TGCTTGACTT CTGGGGTCC- 


ACTTTTCTGG 


GATGTTTTCT AAACTATCAG 


100 


UIL1(24)* 


51 


TGCTTGACTT CTGGGGTCC- 


ACTTTTCTGG 


GATGTTTTCT 


AAACTATCAG 


100 


U1L1(25) 


51 


T6CTTGACTT CTGGGGTCC- 


ACTTTTCTGG 


GATGTTTTCT 


AAACTATCAG 


100 


U1L1(26) 


51 


TGCTTGACTT CTGG6GTCC- 


ACTTTTCTGG 


GATGTTTTCT 


AAACTATCAG 


100 


U1L1(27) 


51 


TGCTTGACTT CTGGGGTCC- 


ACTTTTCTGG 


GATGTTTTCT 


AAACTATCAG 


100 


U1L1(28) 


51 


TGCTTGACTT CTGGGGTCC- 


ACTTTTCTGG 


GATGTTTTCT 


AAACTATCAG 


100 


U1L1(29) 


51 


TGCTTGACTT CTGGG6TCC- 


ACTTTTCTGG 


GATGTTTTCT 


AAACTATCAG 


100 


U1L1(30)« 


51 


TGCTTGACTT CTGGGGTCC- 


ACTTTTCTGG 


GATGTTTTCT 


AAACTATCAG 


100 


U1L1(31) 


51 


TGCTTGACTT CTGGGGTCC- 


ACTTTTCTGG 


GATGTTTTCT 


AAACTATCAG 


100 


U1L1(32) 


51 


TGCTTGACTT CTGGGGTCC- 


ACTTTTCTGG 


GATGTTTTCT 


AAACTATCAG 


100 


U1L1(33) 


51 


-GCTTGACTT CTGGGGTCC- 


ACTTTTCTGG 


GATGTTTTCT 


AAACTATCAG 


100 


U1L1(34) 


51 


TGCTTGACTT CTGGGGTC— 


ACTTTTCTGG 


GATGTTTTCT 


AAACTATCAG 


100 


U1L1(35) 


51 


ACTT CTGGGGTCC - 


ACTTTTCTGG 


GATGTTTTCT 


AAACTATCAG 


100 


U1L1(36) 


51 


TGCTTGACTT CTGGGGTCC- 


ACTTTTCTGG 


GATGTTTTCT 


AAACTATCAG 


100 
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110 


120 


130 


140 


150 




DILI 


101 


GGCTGTCGAT GGAAAAACAC 


-ATCAGTATA ACATCGGTAT 


CTGGGTAGGA 


150 


UlLl(Ol) 


101 




AC 


-ATCAGTATA 


ACATCGGTAT 


CTGGGTAGGA 


150 






U1L1(02) 


101 


GGCTGTCGAT GGAAAAACAC 


-ATCAGTATA ACATCGGTAT 


CTGGGTAGGA 


150 


U1L1(03) 


101 


GGCTGTCGAT 


GGAAAAACAC 


-ATCAGTATA ACATCGGTAT 


CTGGGTAGGA 


150 


U1L1(04) 


101 


GGCTGTCGAT GGAAAAACAC 


-ATCAGTATA ACATCGGTAT 


CTGGGTAGGA 


150 


U1L1(06) 


101 


GGCTGTCGAT 


GGAAAAACAC 


-ATCAGTATA ACATCGGTAT 


CTGGGTAG— 


150 


U1L1(07)» 


101 


GGCTGTCGAT 


GGAAAAACAC 


-ATCAGTATA ACATCGGTAT 


CTGGGTAGGA 


150 


U1L1(08)« 


101 


GGCTGTCGAT 


GGAAAAACAC 


-ATCAGTATA 


ACATCGGTAT 


CTGGGTAGGA 


150 


U1L1(09) 


101 


GGCTGTCGAT 


GGAAAAACAC 


-ATCAGTATA ACATCGGTAT 


CTGGGTAGGA 


150 


UlLl(lO) 


101 


GGCTGTCGAT 


GGAAAAACAC 


-ATCAGTATA ACATCGGTAT 


CTGGGTAGGA 


150 


UlLl(ll) 


101 


GGC 










150 












U1L1(12) 


101 


GGCTGTCGAT GGAAAAACAC 


-ATCAGTATA 


ACATCGGTAT 


CTGGGTAGGA 


150 


U1L1(13) 


101 






-ATCAGTATA 




GA 


150 




AACAC 


ACATC 




UlLKH)* 


101 


GGCTGTCGAT 


GGAAAAACAC 


-ATCAGTATA 


ACATCGGTAT 


CTGGGTAGGA 


150 


U1L1(15) 


101 


GGCTGTCGAT 


GGAAAAACAC 


-ATCAGTATA 


ACATCGGTAT 


CTGGGTAGGA 


150 


U1L1(18) 


101 


GGCTGTCGAT 


GGAAAAACAC 


-ATCAGTATA 




GA 


150 






U1L1(19) 


101 


GGCTGTCGAT 


GGAAAAACAC 


-ATCAGTATA 


ACATCGGTAT 


CTGGGTAGGA 


150 


U1L1{20) 


101 


GGCTGTCGAT 


GGTAAAACAC 


-ATCAGTATA 


ACATCGGTAT 


CTGGGTAGGA 


150 


U1L1(21) 


101 


GGCTGTCGAT 


GGAAAAACAC 


-ATCAGTATA 


ACATCGGTAT 


CTGGGTAGGA 


150 


U1L1(23) 


101 


GGCTGTCGAG 


GGAAAAACAC 


-ATCAGTATA 


ACATCGGTAT 


CTGGGTAGGA 


150 


U1L1(24)« 


101 


GGCTGTCGAT 


GGAAAAACAC 


-ATCAGTATA 


ACATCGGTAT 


CTGGGTAGGA 


150 


U1L1{25) 


101 


GGCTGTCGAT 


GGAAAAACAC 


-ATCAGTATA 


ACATCGGT-T 


CTGGGTAGGA 


150 


U1L1(26) 


101 


GGCTGTCGAT 


GGAAAAACAC 


-ATCAGTATA 


ACATCGGTAT 


CTGGATAGGA 


150 


U1L1(27) 


101 


GGCTGTCGAT 


GGAAAAACAC 


-AGCAGTATA 


ACATCGGTAT 


CTGGGTAGGA 


150 


U1L1(28) 


101 


GGCTGTCGAT 


GGAAAAACAC 


-ATCAGTATA 


ACATCGGTAT 


CTGGGTAGGA 


150 


U1L1(29) 


101 


GGCTGTCGAT 


GGAAAAACAC 


-ATCAGTATA 


ACATCGGTAT 


CTGGGTAGGA 


150 


U1L1(30)* 


101 


GGCTGTCGAT 


GGAAAAACAC 


-ATCAGTATA 


ACATCGGTAT 


CTGGGTAGGA 


150 


U1L1(31) 


101 


GGCTGTCGAT 


GGAAAAACAC 


CATCAGTATA 


ACATCGGTAT 


GTGGGTAGGA 


150 


U1L1(32) 


101 


GGCTGTCGAT 


GGAAAAACAC 


-ATCAGTATA 


ACATCGGTAT 


CTGGGTAGGA 


150 


U1L1(33) 


101 


GGCTGTCGAT 








GGA 


150 


GGAAAAA— 








U1L1(34) 


101 


GGCTGTCGAT 


GGAAAAACAC 


-ATCAGTATA ACATCGGTAT CTGGGTAGGA 


150 


01L1(35) 


101 


GGCTGTCGAT 


GGAAAAACAC 


-ATCAGTATA ACATCGGTAT CTGGGTAGGA 


150 


U1L1(36) 


101 


GGCTGTCGAT 


GGAAAAACAC 


-ATCAGTATA 


ACATCGGTAT 


CTGGGTAGGA 


150 
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[^4] 

^4 

160 170 180 190 200 

UlLl 151 GAG 200 

UlLl(Ol) 151 GAG 200 

U1L1(02) 151 GAG 200 

U1L1(03) 151 GAG 200 

U1L1(04) 151 GAG..,. 200 

U1L1(06) 151 — 200 

U1L1{07)* 151 GAG 200 

U1L1(08)* 151 GAG 200 

U1L1(09) 151 GAG 200 

UlLl(lO) 151 GAG 200 

UlLl(ll) 151 GAG 200 

U1L1(12) 151 GAG 200 

U1L1(13) 151 GAG 200 

U1L1(I4)* 151 GAG 200 

U1L1(15) 151 GAG 200 

U1L1(18) 151 GAG.... 200 

U1L1(19) 151 GAG 200 

U1L1(20) 151 GAG 200 

U1L1(21) 151 GAG 200 

U1L1(23) 151 GAG 200 

U1L1(24)* 151 GAG 200 

U1L1(25) 151 GAG 200 

DILI (26) 151 GAG 200 

U1LK27) 151 GAG 200 

U1L1(28) 151 GAG 200 

U1L1(29) 151 GAG 200 

U1L1(30)* 151 GAG: 200 

U1L1(31) 151 GAG 200 

U1L1(32) 151 GAG 200 

U1L1(33) 151 GAG 200 

U1L1(34) 151 GAG 200 

U1L1(35) 151 GAG 200 

U1L1(36) 151 GAG 200 
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5 ] 

^5 

10 20 30 40 50 

U2L2 1 AGGTTTCACC GGCTCCTGCT TCATCTTGGC TAGCTCCCGC CTTGT-GTGC 50 

U2L2(02) 1 50 

U2L2(05) 1 50 

U2L2(10) 1 50 

U2L2(12) 1 50 

U2L2(13) 1 50 

U2L2(15) 1 50 

U2L2(16) 1 50 

U2L2(17) 1 50 

U2L2(18) 1 50 

U2L2(01) 1 AGGTTTCACC GGCTCCTGCT TCATCTTGGC TAGCTCCCGC CTTGT-GTGC 50 

02L2(03) 1 AGGTTTCACC GGCTCCTGCT TCATCTTGGC TAGCTCCCGC CTTGT-G-GC 50 

U2L2(04) 1 AGGTTTCACC GGCTCCTGCT TCATCTTGGC TAGCTCCCGC CTTGT-GTGC 50 

U2L2(06) 1 AGGTTTCACC GGCTCCTGCT TCATCHGGC TAGCTCCCGC CTTGT-GTGC 50 

U2L2(07) 1 — 50 

U2L2(08) 1 AGGTTTCACC GGCTCCTGCT TCATCTTGGC TAGCTCCCGC CTTGT-GTGC 50 

U2L2(09)* 1 AGGTTTCACC GGCTCCTGCT TCATCTTGGC TAGCTCCCGC CTTGT-GTGC 50 

U2L2(I1) 1 AGGTTTCACC GGCTCCTGCT TCATCTTGGC TAGCTCCCGC CTTGT-GTGC 50 

U2L2(14) 1 AGGTTTCACC GGCTCCTGCT TCATCTTGGC TAGCTCCCGC CTTGTTGTGC 50 

U2L2(19) 1 AGGTTTCACC GGCTCCTTCT T 50 

U2L2(20) 1 TGC 50 

U2L2(22) 1 AGGTTTCACC GGCTCCTGCT TCATCTTGGC TAGCTCCCGC CTTGT-GTGC 50 

U2L2(23) 1 AGGTTTCACC G-CTCCTGCT TCATCTTGGC TAGCTCCCGC CTTGT-GTGC 50 

U2L2(24) 1 AGGTTTCACC GGCTCCTGCT TCATCTTGGC TAGCTCCCGC CTTGT-GTGC 50 
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^6 







an 


(D 


80 90 


100 






51 


TCATCATTCC 


GAAGATCCTT 


CTTATTCCCA ACCAGGATGA 


TGGGCACGTT 


100 


HOT o / rto \ 


51 




-AAGATCCTT 


CTTATTCCCA ACCAGGATGA 


TGGGCACGTT 


100 


HOT 4 / AC \ 


51 




A A r* A*p/in*Pi) 

-AAGATCCTT 


CTTATTCCCA ACCAGGATGA 


TGGGCACGTT 


100 




51 




-AAGATCCTT 


CTTATTCCCA ACCAGGATGA 


TGGGCACGTT 


100 


nor 4/ io \ 

U2L2( 12) 


51 




-AAGATCCTT 


CTTATTCCCA ACCAGGATGA TGGGCACGTT 


100 


u2L2( 13) 


51 




-AAGATCCTT 


CTTATTCCCA ACCAGGATGA 


TGGGCACGTT 


100 


U2L2( 15) 


51 




-AAGATCCTT 


CTTATTCCCA ACCAGGATGA 


TGGGCACGTT 


100 


U2L2(16) 


51 




-AAGATCCTT 


CTTATTCCCA ACCAGGATGA 


TGGGCACGTT 


100 


U2L2(17) 


51 




-AAGATCCTT 


CHATTCCCA ACCAGGATGA 


TGGGCACGTT 


100 


U2L2(18) 


51 




-AAGATCCTT 


CTTATTCCCA ACCAGGATGA 


TGGGCACGTT 


100 


U2L2(01) 


51 


TCATCATTCC 


GAAGATCCTT 


CTTATTCCCA ACCAGGATGA 


TGGGCACGTT 


100 


U2L2(03) 


51 


TCATCATTCC 


GAAGATCCTT 


CTTATTCCCA ACCAGGATGA 


TGGGCACGTT 


100 


U2L2(04) 


51 


TCATCATTCC 


GAAGATCCTT 


CTTATTCCCA ACCAGGATGA 


TGGGCACGTT 


100 


U2L2(06) 


51 


TCATCATTCC 


GAAGATCCTT 


CTTATTCCCA AC-AGGATGA 


TGGGCACGTT 


100 


02L2(07) 


51 




ATCCTT 


CTTATTCCCA ACCAGGATGA 


TGGGCACGTT 


100 


U2L2(08) 


51 


TCATCATTCC 


GCAGATCCTT 


CTTATTCCCA ACCAGGATGA TGGGCACGTT 


100 


lf2L2(09)* 


51 


TCATCATTCC 


GAAGATCCTT 


CTTATTCCCA ACCAGGATGA 


TGGGCACGTT 


100 


U2L2(11) 


51 


TCATCATTCC 


GAAGATCCTT 


CTTATTCCCA ACCAGGATGA 


TGGGCACGTT 


100 


U2L2(14) 


51 


TCATCATTCC 


GAAGATCCTT 


CTTATTCCCA ACCAGGATGA 


TGGGCACGTT 


100 


U2L2(19) 


51 






ATTCCCA ACCAGGATGA TGGGCACGTT 


100 


U2L2(20) 


51 


TCATCATTCC 


GAAGATCCTT 


CTTATTCCCA ACCAGGATGA TGGGCACGTT 


100 


U2L2(22) 


51 


TCATCATTCT 


GAAGATCCTT 


CTTATTCCCA ACCAGGATGA 


TGGGCACGTT 


100 


U2L2(23) 


51 


TCATCATTCC 


GAAGATCCTT 


CTTATTCCCA ACCAGGATGA 


TGGGCACGTT 


100 


U2L2(24) 


51 


TCATCATTCC 


GAAGATCCTT 


CTTATTCCCA ACCAGGATGA 


TGGGCACGTT 


100 
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111! 1 btf 


i JU A *tV 








i U 1 


UUUAl/AuAAA lUl/llUAl/ll 


PTRRRflTPPA PTTTTPTRftR 


ATRTTTTPTA 


1 Rfi 

1 DK) 


1191 9 ( f\9 \ 

U CU£t \ \J£t / 


1 ni 


UuUALrAUA/Ui lutfl 1 U AV/ I 1 


PTRRRRTPPA PTTTTPTRRR 


ATRTTTTPTA 


1 SR 


\\9J 9((\f\ \ 


1 U i 


nnnATAflAAA TfiPTTRAPTT 

UUVlAl/AuAAA 1 Ul/ 1 1 UAV/ 1 1 


PTRRRRTPPA PTTTTPTRRR 


ATRTTTTPTA 

Aim i 1 ItrlA 


1 KCi 
1 OU 




1 Ul 


nnnAPiHAAA TnPTTfiAPTT 
uuuAi/AuAAA luUlluALIl 


PTRRRRTPPA PTTTTPTRRR 


ATRTTTTPTA 
Alul 1 1 ILIA 


1 OU 


ucL6\ ic) 


1 A1 

lUl 


uuuALAuAAA 1 UV/ 1 1 (jAL 1 1 


PTRRRRTPPA PTTTTPTRRR 

LlUUllUll/trA LrllllLlUUU 


ATRTTTTPT A 
Alul 1 1 ILIA 


1 

IDU 


HOT o ( \*x\ 


mi 
lUl 


UUUAi/AuAAA luLllUAUll 


PTPPPCTPPA PTTTTPTRRR 

V/luuiiui LLA tllXlLiuuu 


ATRTTTTPTA 
Alul 1 1 ILIA 


1 KA 
IdU 


HOT O / 1 R \ 


lUl 


uuuALAuAAA luLlluALlI 


PTPPPPTPPA PTTTTPTnn/1 

tlUliuuittA LilllLluuu 


ATflTTTTPT A 
Alul 1 1 ILlA 


1 Rfl 


HOT O / 1 ^ 


1 A 1 

lUl 


ubiiAt AuAAA 1 (i L 1 1 GAC 1 1 


/'Tf r*nP*PPP A fPTTTPTPPP 

CluliGGlLtA tllirCluuli 


ATPTTTTPT A 
AlVJl 1 1 ILIA 


iOU 


HOT O / 1 O \ 


t n 1 
lUl 


PPPAPiPAAA TPPTTPAPTT 

uuuACAijAAA KitliuAtli 


0*Pr nfPVOf* k PTTTTPTPPP 

tlbuUiilLtA tlilll/iuub 


ATPTTTTPT A 
Alul 1 1 ILIA 


idU 


f10TO/lO\ 

U2L2v lo J 


101 


GGuACAGAAA TGCTTGACTT 


CTGGGGTCCA CTTTTCTGuG 


Alui 1 1 ILIA 


lOU 


U2L2(01; 


101 


GGGACAGAAA TGCTTGACTT 


CTGGGGTCCA CTTTTCTGGG 


ATGTTTTCTA 


150 


U2L2(03) 


101 


GGGACAGAAA TGCTTGACTT 


CTGGGGTCCA CTTTTCTGGG 


A (P n VPTIP/I (P A 

ATGTTTTCTA 


150 


U2L2(04) 


101 


GGGACAGAAA TGCTTGACTT 


CTGGGGTCCA CTTTTCTGGG 


ATGTTTTCTA 


150 


U2L2(06) 


101 


GGGACAGAAA TGCTTGACTT 


CTGGGGTCCA CTTTTCTGGG 


ATGTTTTCTA 


150 


U2L2(07) 


101 


GGGACAGAAA TGCTTGACTT 


CTGGGGTCCA CTTTTCTGGG 


ATGTTTTCTA 


150 


U2L2(08) 


101 


GGGACAGAAA TGCTTGACTT 


CTGGGGTCCA CTTTTCTGGG 


ATGTTHCTA 


150 


U2L2(09)* 


101 


GGGACAGAAA TGCTTGACTT 


CTGGGGTCCA CTTTTCTGGG 


ATGTTTTCTA 


150 


02L2(11) 


101 


GGGACAGAAA TGCTTGACTT 


CTGGGGTCCA CTTTTCTGGG 


ATGTTTTCTA 


150 


U2L2(14) 


101 


GGGACAGAAA TGCTTGACTT 


CTGGGGTCCA CTTTTCTGGG 


ATGTTTTCTA 


150 


U2L2(19) 


101 


GGGACAGAAA TGCTTGACTT 


CTGGGGTCCA CTTTTCTGGG 


ATGTTTTCTA 


150 


U2L2(20) 


101 


GGGACAGAAA TGCTTGACTT 


CTGGGGTCCA CTTTTCTGGG 


ATGTTTTCTA 


150 


U2L2(22) 


101 


GGGACAGAAA TGCTTGACTT 


CTGGGGTCCA CTTTTCTGGG 


ATGTTTTCTA 


150 


U2L2(23) 


101 


GGGACAGAAA TGCTTGACTT 


CTGGGGTCCA CTTTTCTGGG 


ATGTTTTCTA 


150 


U2L2(24) 


101 


GGGACAGAAA TGCTTGACTT 


CTGGGGTCCA CTTTTCTGGG 


ATGTTTTCTA 


150 



[0 0 9 6] 



ffigE# 2001-3035075 



#2000-2 29284 



m8] 

me 









170 


180 190 


200 






1 SI 


AAPTATPAftfi 


fiPTGTPGATR 


GAAAAAPAPA TCAGTATAAC 

UAAAAAvAvA I V^nU A A 1 AAV/ 


ATCGGTATCT 

AAV^UUAAA 


200 




1 fi1 


AAPTATPARR 


GnTGTPGATG 


GAAAAACACA TCAGTATAAC 

UAAAAAwAuA IwAUAAAAAv 


ATCGGTATCT 




n?f 9it\^ \ 




AAPTATPAfiR 

AAU 1 A i tr AUU 


GPTGTPRATR 


GAAAAAPAPA TCAGTATAAC 

UAAAAAV/AwA JvAulAlAAw 


ATCGGTATCT 

AAOUUiAi \i k 






1 


AAPTATPAfiR 


RPTRTPRATR 

III/ 1 U 1 1.1 UA 1 u 


GAAAAAPAPA TPARTATAAP 

UAAAAAUAUA lUAUIAIAAv 


ATCGGTATCT 

Al l^UU t Ai Vi 1 


9nn 


1191 9( \ 9\ 


1 (^1 


AAPTATPARfi 


GPTRTPRATR 


RAAAAAPAPA TPARTATAAP 

UAAAAA\/A(.f A J\^AUlAIAAv 


ATPGGTATCT 


9nn 


U91 9i \ 


1 


AAPTATPARfi 

AAl/ 1 A 1 L AUU 


RPTfiTPRATG 


RAAAAAPAPA TPARTATAAP 

uAAAAAlrfAOA IvAUlAlAAl/ 


ATPGGTATPT 

Ai vUUl Al \^ I 


9nn 


1191 9 / 1 *; \ 


1 (\ 1 
10 1 


AAl/1 a1 LAuU 




RAAAAAPAPA TPARTATAAP 
UAAAAAL ALA 1 l/Au 1 A 1 AAl^ 


ATPRGTATCT 

At k/llU 1 Al Kt 1 


9nn 


IT9T 9 / 1 A \ 


1 CI 
ID! 


A APTATP APT 
AALl At LAuu 


PPTPTPP ATR 


HAAAAAPAPA TPARTATAAP 
uAAAAACAtrA 1 LAu 1 A 1 AAL 


ATPRRTATPT 
Al LrUu i Al L 1 


9ftn 

C\3\j 


IT9T 9 / 1 *7 ^ 


1 CI 

JO J 


A A PT ATP A PP 

AALI Al LAuu 


nPT^TPP ATP 


HAAAAAPAPA TPAPTATAAP 
uAAAAAtALA iUAulAlAAL 


ATPRRTATPT 
AiLuUl AILl 


9rtri 

Ct\}\j 


rioT o / 1 o \ 


lol 


A APT ATP A PP 
AAtl Al tAUu 


PPTPTPP ATP 


PAAAAAPAPA TPAPTATAAP 

uAAAAAtALA ILAulAlAAL 


ATPnnTATPT 


9nn 


f lor o / /II \ 


151 


AACTAi CAGb 


GtlblC/GAlu 


PAAAAAPAPA TPAPTATAAP 

(lAAAAAtAtA ILAblAlAAt 


ATPPPTATPT 
AiLuulAlLl 




HOT O / AO \ 


151 


AACTATCAGG 


GCTGTCGATG 


PAAAAAPAPA ^TPAPTATAAP 

uAAAAAtALA ICAUlAlAAt 


ATPPPTATPT 




HOT O / f\M \ 


151 


AACTATCAGG 


GCTGTCGATG 


PAAAAAPAPA TPAPTATAAP 

GAAAAACACA i CAU 1 A i AAt 


ATP PPTATPT 




HOT O / \ 


151 


A A/lTATnA/^n 

AACTATCAGG 


GCGGTCGATG 


PAAAAAPAPA TPAPTATAAP 

GAAAAACACA TCAuTAlAAt 


ATPPPTATPT 

AituuiAl tl 


9 flA 


tlOT 0/Af9\ 

U2L2(07) 


151 


AACTATCAGG 


GCTGTCGATG 


PAA AAAPAPA TPAPTATAAP 

GAAAAACACA TCAGTATAAC 


ATPPPTATPT 

AlUGulAlLi 


^UU 


U2L2(08) 


151 


AACTATCAGG 


GCTGTCGATG 


GAAAAACACA TCAGTATAAC 


ATCGGTATCT 


200 


U2L2(09)« 


151 


AACTATCAGG 


GCTGTCGATG 


GAAAAACACA TCAGTATAAC 


ATCGGTATCT 


200 


U2L2(11) 


151 


AACTATCAGG 


GCTGTCGATG 


GAAAAACACA TCAGTATAAC 


ATCGGTATCG 


200 


U2L2(14) 


151 


AACTATCAGG 


GCTGTCGATG 


GAAAAACACA TCAGTATAAC 


ATCGGTATCT 


200 


U2L2(19) 


151 


AACTATCAGG 


GCTGTCGATG 


GAAAAACACA TCAGTATAAC 


ATCGGTATCT 


200 


U2L2(20) 


151 


AACTATCAGG 


GCTGTCGATG 


GAAAAACACA TCAGTATAAC 


ATCGGTATCT 


200 


U2L2(22) 


151 


AACTATCAGG 


GCTGTCGATG 


GAAAAACACA TCAGTATAAC 


ATCGGTATCT 


200 


U2L2(23) 


151 


AACTATCAGG 


GCTGTCGATG 


GAAAAACACA TCAGTATAAC 


ATCGGTATCT 


200 


U2L2(24) 


151 


AACTATCAGG 


GCTGTCGATG 


GAAAAACACA TCAGTATAAC 


ATCGGTATCT 


200 
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ffilE^ 2001-3035075 



4^2000-229284 



m9 

210 220 230 240 250 

U2L2 201 GGGTAGGAGA GGGGCCTCAG GCGATCATAA TCTTCCTGCC CAGCTGTGTC 250 

U2L2(02) 201 GGGTAGGAGA G 250 

U2L2(05) 201 GGGTAGGAGA G 250 

U2L2(10) 201 GGGTAGGAGA G 250 

02L2(12) 201 GGGTAGGAGA G 250 

02L2(13) 201 GGGTAGGAGA G— 250 

02L2(15) 201 GGGTAGGAGA G 250 

U2L2(16) 201 GGGTAGGAGA G 250 

U2L2(17) 201 GGGTAGGAGA G 250 

02L2(18) 201 GGGTAGGAGA G 250 

U2L2(01) 201 GGGTAGGAGA GGGGCC 250 

U2L2(03) 201 GGGTAGGAGA GGGGCCTCAG GCGATCATAA TCTTCCTGCC CAGCTGTGTC 250 

U2L2(04) 201 GGGTAGGAGA GGGGCCTCAG GCGATCATAA TCTTCCTGCC CAGCTGGGTC 250 

U2L2(06) 201 GGGTAGGAGA GGGGCCTCAG GCGATCATAA TCTTCCTGCC CAGCTGTGTC 250 

U2L2(07) 201 GGGTAGGAGA GGGGCCTCAG GCGATCATAA TCTTCCTGCC CAGCTGTGTC 250 

U2L2(08) 201 GGGTAGGAGA GGGGCCTCAG GCGATCACAA TCTTCCTGCC CAGCTGTGTC 250 

U2L2(09)* 201 GGGTAGGAGA GGGGCCTCAG GCGATCATAA TCTTCCTGCC CAGCTGTGTC 250 

U2L2(11) 201 GGGTAGGAGA GGGACCTCAG GCGATCATAA ACTT 250 

U2L2(14) 201 GGGTAGGAGA GGGGCCTCAG GCGATCATAA TCTTCCTGCC CAGCTGTGTC 250 

U2L2(19) 201 GGGTAGGAGA GGGGCCTCAG GCGATCATAA TCTTCCTGCC CAGCTGTGTC 250 

U2L2(20) 201 GGGTAGGAGA GGGGCCTCAG GCGATCATAA TCTTCCTGCC CAGCTGTGTC 250 

U2L2(22) 201 GGGTAGGAGA GGGGCCTCAG GCGATCATAA TCTTCCTGCC CAGCTGTGTC 250 

U2L2(23) 201 GGGTAGGAGA GGGGCCTCAA GCGATCATAA TCTTCCTGCC CAGCTGTGTC 250 

U2L2(24) 201 GGGTAGGAGA GGGGCCGCAC G-GATCATAA TCTTCCTGCC CAGCTGTGTC 250 

[0 0 9 8] 



ffiIE4t2 



001-3035075 



4#2000 — 229284 



imio] 

m 1 0 

260 270 280 290 300 

U2L2 251 CCACAAAGCC AACTCTACCT G 300 

U2L2(02) 251 300 

U2L2(05) 251 300 

U2L2(10) 251 300 

U2L2(12) 251 — 300 

U2L2(13) 251 • 300 

U2L2(15) 251 300 

U2L2(16) 251 300 

U2L2(17) 251 300 

U2L2(18) 251 300 

02L2(01) 251 300 

U2L2(03) 251 CCACAAAGCC AACTCTACCT G 300 

U2L2(04) 251 CCACAAAGCC AACTCTACCT G 300 

U2L2(06) 251 CCACAAAGCC AACTCTACCT G 300 

U2L2(07) 251 CCACAAAGCC AACTCTACCT G 300 

U2L2(08) 251 CCACAAAGCC AACTCTACCT G 300 

U2L2(09)* 251 CCACAAAGCC AACTCTACCT G 300 

U2L2(11) 251 ACTCTACCT G 300 

U2L2(14) 251 CCACAAAGCC AACTCTACCT G 300 

02L2(19) 251 CCACAAAGCC AACTCTACCT G , 300 

U2L2(20) 251 CCACAAAGCC AACTCTACCT G 300 

0212(22) 251 CCACAAAGCC AACTCTACCT 6 300 

U2L2(23) 251 CCACAAAGCC AACTCTACCT G 300 

U2L2(24) 251 CCACAAAGCC AACTCTACCT G 300 

[0 0 9 9] 



2 9 



miI4^2 001-3035075 



4#2000-229284 



1] 

^1 1 
U3L3 

U3L3(02) 

U3L3(04) 

U3L3(23) 

U3L3(29) 

03L3(01) 

U3L3(03) 

U3L3(05) 

D3L3(06)* 

03L3(07) 

U3L3(09) 

U3L3(10)* 

U3L3(11) 

U3L3(12)* 

U3L3(13) 

U3L3(14) 

U3L3(15) 

U3L3(16) 

U3L3(17) 

U3L3(18) 

U3L3(19) 

U3L3{20) 

U3L3(21) 

U3L3(22) 

U3L3(24) 

U3L3(25) 

U3L3(26) 

U3L3(28) 

[0 10 0] 



10 20 30 40 50 

1 TGCTGAACAC TCCATGTACC CAAAAGCGCC AATCCTGTTT GCCATATCTC 50 

1 50 

1 50 

1 5Q 

1 50 

I AAAAGCGCC AATCCTGTTT GCCATATCTC 50 

1 TGCTGAACAC TCCATGTACC CAAAAGCGCC AATCCTGTTT GCCATA 50 

1 TGCTGAACAC TCCATGTACC CAAAAGCGCC AATCCTGTTT GCCATATCTC 50 

1 TGCTGAACAC TCCATGTACC CAAAAGCGCC AATCCTGTTT GCCATATCTC 50 

1 TGCTGAACAC TCCATGTACC CAAAAGCGCC AATCCTGTTT GCCATATCTC 50 

I TTT GCCATATCTC 50 

1 TGCTGAACAC TCCATGTACC CAAAAGCGCC AATCCTGTTT GCCATATCTC 50 

1 TGCTGAACAC TCCATGTACC CAAAAGCGCC AATCCTGTTT GCCATATCTC 50 

1 TGCTGAACAC TCCATGTACC CAAAAGCGCC AATCCTGTTT GCCATATCTC 50 

1 TGCTGAAC-C TCCATGTACC CAAAAGCGCC AATCCTGTTT GCCATATCTC 50 

1 TGCTGAACAC TCCATGTACC CAAAAGCGCC AATCCTGTTT GCCATATCTC 50 

1 TGCTGAACAC TCCATGTACC CAAAAGCGCC AATCCTGTTT GCCATATCTC 50 

1 TGCTGAACAC TCCATGTACC CAAAAGCGCC AATCCTGTTT GCCATATCTC 50 

1 TGCTGAACAC TC-ATGTACC CAAAAGCGCC AATCCTGTTT GCCATATCTC 50 

1 TGCTGAACAC TCCATGTACC CAAAAGCGCC AATCCTGTTT ACCATATCTC 50 

1 50 

1 CGCC AATCCTGTTT GCCATATCTC 50 

1 AGCGCC AATCCTGTTT GCCATATCTC 50 

1 50 

1 C TCC-TG-ACC CAAAAGCGCC AATCCTGTTT GCCATATCTC 50 

1 „ 50 

1 — CT6AACAC TCCATGTACC CAAAAGCGCC AATCCTGTTT GCCATATCTC 50 

1 TGCTGAACAC TCCATGTACC CAAAAGCGCC AATCCTGTTT GCCATATCTC 50 
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[^12] 

mi 2 







60 


70 


80 90 


1 nn 
lUU 






K 1 


TGCCTTCTTC 


AGGTTTCACC 


GGCTCCTGCT TCATCTTGGC 


lAuCiCCCuC 


100 


nil 1/ n9 ^ 


l\ 1 
0 1 




AGGTTTCACC 


GGCTCCTGCT TCATCTTGGC 


T A O /"POrf^ /I p rt 

1 AutiCLCbC 


100 


IlOf 'li(\A\ 

UoLo V U4 ^ 


0 1 




AGGTTTCACC GGCTCCTGCT TCATCTTGGC 


1 AuLlttCiiC 


100 




01 




AGGTTTCACC 


GGCTCCTGCT TCATCTTGGC 


TAGCTCCCuC 


100 


iror o / oo \ 






AGGTTTCACC GGCTCCTGCT TCATCTTGGC 


TAGCTCCCGC 


100 


UoLovUl ) 


51 


TGCCTTCTTC AGGTTTCACC 


GGCTCCTGCT TCATCTTGGC 


TAGCTCCCGC 


100 


If or o/no \ 


51 


CTTCTTC AGGTTTCACT 


GGCTCCTGCT TCATCTTGGC 


TAGCTCCCGC 


100 


U3L3(05) 


51 


TGCCTTCTTC 


AGGTTTCACC 


GGCTCCTGCT TCATCGTGGC 


TAGCTCCCGC 


100 


HOT O / Atf 

U3L3(06;* 


51 


TGCCTTCTTC AGGTTTCACC 


GGCTCCTGCT TCATCTTGGC 


TAGCTCCCGC 


100 


U3L3(07) 


51 


TGCCTTCTTC 


AGGTTTCACC 


GGCTCCTGCT TCATCTTGGC 


TAGCTCCCGC 


100 


It QT O / Act \ 

U3L3{09) 


51 


TGCCTTCT-C AGGTTTCACC 


GGCTCCTGCT TCATCTTGGC 


TAGCTCCCGC 


100 


U3L3(10)* 


51 


TGCCTTCTTC AGGTTTCACC 


GGCTCCTGCT TCATCTTGGC 


TAGCTCCCGC 


100 


U3L3(11) 


51 


TGCCTTCTTC 


AGGTTTCACC 


GGCTCCTGCT TCATCTTGGC 


TAGCTCCCGC 


100 


U3L3(12)* 


51 


TGCCTTCTTC 


AGGTTTCACC 


GGCTCCTGCT TCATCTTGGC 


TAGCTCCCGC 


100 


U3L3(13) 


51 


TGCCTTCTTC 


AGGTTTCACC 


GGCTCCTGCT TCATCTTGGC 


TAGCTCCCGC 


100 


U3L3(14) 


51 


TGCTGTCTTC 


AGGTTTCACC 


GGCTCCTGCT TCATCTTGGC 


TAGCTCCCGC 


100 


U3L3(15) 


51 


TGCCTTCTTC 


AGGTTTCACC 


GGCTCCTGCT TCATCTTGGC 


TAGCTCCCGC 


100 


0313(16) 


51 


TGCCTTCTTC 


AGGTTTCACC 


GGCTCCTGCT TCATCTTGGC 


TAGCTCCCGC 


100 


U3L3(17) 


51 


TGCCTTCTTC 


AGGTTTCACC 


GGCTCCTGCT TCATCTTGGC 


TAGCTCCCGC 


100 


U3L3(18) 


51 


TGCCTTCTTC 


AGGTTTCACC 


GGCTCCTGCT TCATCTTGGC 


TAGCTCCCGC 


100 


U3L3{19) 


51 




— GTTTCACC 


GGCTCCTGCT TCATCTTGGC 


TAGCTCCCGC 


100 


U3L3(20) 


51 


TGCCTTCTTC 


AGGTTTCACC 


GGCTCCTGCT TCATCTTGGC 


TTGCTCCCGC 


100 


U3L3(21) 


51 


TGCCTTCTTC 


AGGTTT-ACC 


GGCTCCTGCT TCATCTTGGC 


TAGCTCCCGC 


100 


U3L3(22) 


51 




-GGTTTCACC 


GGCTCCTGCT TCATCTTGGC 


TAGCTCCCGC 


100 


U3L3(24) 


51 


TGCCTTCTTC 


AGGTTTCACC 


GGCTCCTGCT TCATCTTGGC 


TAGCTCCCGC 


100 


U3L3(25) 


51 




-GGTTTCACC 


GGCTCCTGCT TCATCTTGGC 


TAGCTCCCGC 


100 


U3L3(26) 


51 


TGCCTTCTTC 


AGGTTTCACC 


GGCTCCTGCT TCATCTTGGC 


TAGCTCCCGC 


100 


U3L3(28) 


51 


TGCCTTCTTC 


AGGTTTCACC 


GGCTCCTGCT TCATCTTGGC 


TAGCTCCCGC 


100 



[0101] 
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[*1 3] 
^13 







110 


120 




1 U 1 


CTTGTGTGCT 


CATCATTCCG 




101 


CTTGTGTGCT 


CATCATTCCG 




101 

1 Vll 


CTTGTGTGCT 


CATCATTCCG 




101 






1 D 1 
iUI 


CTTGTGTGCT 


CATCATTCCG 


II QT ^ ^ A1 > 


mi 
lUl 


CTTGTGTGCT CATCATTCCG 


uoLovUo; 


1 A 1 
lUl 


CTTGTGTGCT 


CATCATTCCG 


nor / rtc \ 


mi 
lUl 


CTTGTGTGCT 


CATCATTCCG 


U3L3(06 )* 


101 


CTTGTGTGCT 


CATCATTCCG 


U3L3(07) 


101 


CTTGTGTGCT 


CATCATTCCG 


HOT 

U3L3(09) 


101 


CTTGTGTGCT 


CATCATTCCG 


U3L3{10)* 


101 


CTTGTGTGCT 


CATCATTCCG 


U3L3(11 ) 


101 


CTTGTGTGCT 


CATCATTCCG 


U3L3(12)* 


101 


CTTGTGTGCT 


CATCATTCCG 


U3L3(13) 


101 


CTTGTGTGCT 


CATCATTCCG 


U3L3( 14) 


101 


CTTGTGTGCT 


CATCATTCCG 


U3L3(15) 


101 


CTTGTGTGCT CATCATTCCG 


U3L3( 16} 


101 


CTTGTGTGCT 


CATCATTCCG 


U3L3( 17) 


101 


CTTGTGTGCT 


CATCATTCCG 


U3L3(18) 


101 


CTTGTGTGCT 


CATCATTCCG 


U3L3(19) 


101 


CTTGTGTGCT 


CATCATTCCG 


U3L3(20) 


101 


CTTGTGTGCT 


CATCATTCCG 


U3L3(21) 


101 


CTTGTGTGCT 


CATCATTCCG 


U3L3(22) 


101 


CTTGTGTGCT 


CATCATTCCG 


U3L3(24) 


101 


CTTGTGTGCT 


CATCATTCCG 


U3L3(25) 


101 


CTTGTGTGCT 


CATCATTCCG 


U3L3(26) 


101 


CTTGTGTGCT 


CATCATTCCG 


U3L3(28) 


101 


CTTGTGTGCT 


CATCATTCCG 


[0 10 2] 









130 


140 


1 ^0 




AAGATCCTTC TTATTCCCAA 


ttAuuAiuAl 


1 ou 


AAGATCCTTC 


TTATTCCCAA 


PP A RfiATn AT 
ttAuuAl liAI 


1 uU 


AAGATCCTTC TTATTCCCAA 


PP ARfiATfi AT 
ttAuuAl UAI 


1 <iA 


Md&JCCTTC TTATTCCCAA 


PP APPATPAT 


1 e A 


AAuAlLtl 11/ 


1 i A J 1 tttAA 


PPAfiPATP AT 

ttAuUAlliAl 


1 CA 


AAuAltti it 


1 lAl J tttAA 


PPAPP ATP AT 

ttAuuAl uAl 


1 CA 


AAuAlUtl It 


TTATTPPPA A 

1 lAI 1 tttAA 


PPAPPATPAT 

ttAbuAlUAi 


1 CA 

loU 


AAGATCCTTC 


TTATTCCCAA 


PO kf*r kVf* AT 

CCAGliAi GAT 


1 CA 

150 


AAGATCCTTC 


TTATTCCCAA 


nf*kf^f*k*rn at* 

CCAGuATGAT 


1 CA 

150 


AAGATCCTTC 


mm k mm /i /in A a 

TTATTCCCAA 


CCAGGATGAT 


1 CA 

150 


AAGATCCTTC 


TTATTCCCAA 


n/iA/ir*A'n/iA'P 

CCAGGATGAT 


t CA 

150 


AAGATCCTTC 


TTATTCCCAA 


CCAGGATGAT 


150 


AAGATCCTTC 


fit m 4 mm a ^ n a a 

TTATTCCCAA 


CCAGGATGAT 


150 


AAGATCCTTC 


TTATTCCCAA 


A ^ 4 A ^ A ffl /I A ftl 

CCAGGATGAT 


150 


AAGATCCTTC 


TTATTCCCAA 


/I ^ A A A A tn A A ffl 

CCAGGATGAT 


150 


AAGATCCTTC 


TTATTCCCAA 


CCAGGATGAT 


150 


AAGATCCTTC 


TTATTCCCAA 


CCAGGATGAT 


150 


AAGATCCTTC 


TTATTCCCAA 


CCAGGATGAT 


150 


AAGATCCTTC 


TTATTCCCAA 


CCAGGATGAT 


150 


AAGATCCTTC 


TTATTCCCAA 


CCAGGATGAT 


150 


AAGATCCTTC 


TTATTCCCAA 


CCAGGATGAT 


150 


AAGATCCTTC 


TTATTCCCAA 


CCAGGATGAT 


150 


AAGATCCTTC 


TTATTCCCAA 


CCAGGATGAT 


150 


AAGATCCTTC 


TTATTCCCAA 


CCAGGATGAT 


150 


AAGATCCTTC 


TTATTCCCAA 


CCAGGATGAT 


150 


AAGATCCTTC 


TTATTCCCAA 


CCAGGATGAT 


150 


AAGATCCTTC 


TTATTCCCAA 


CCAGGATGAT 


150 


AGGATCCTTC 


TTATTCCCAA 


CCAGGATGAT 


150 
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[^14] 

^1 4 







160 


170 


180 


190 


200 




U3L3 


151 


GGGCACGTTG 


GGACAGAAAT 


GCTTGACTTC TGGGGTCCAC 


TTTTCTGGGA 


200 


U3L3(02) 


151 


GGGCACGTTG 


GGACAGAAAT 


GCTTGACTTC 


TGGGGTCCAC 


TTTTCTGGGA 


200 


lf3L3(04) 


151 


GGGCACGTTG 


GGACAGAAAT 


GCTTGACTTC TGGGGTCCAC TTTTCTGGGA 


200 


U3L3(23) 


151 


GGGCACGTTG 


GGACAGAAAT 


GCTTGACTTC 


TGGGGTCCAC 


TTTTCTGGGA 


200 


U3L3(29) 


151 


GGGCACGTTG 


GGACAGAAAT 


GCTTGACTTC 


TGGGGTCCAC 


TTTTCTGGGA 


200 


U3L3(01) 


151 


GGGCACGTTG 


GGACAGAAAT 


GCTTGACTTC TGGGGTCCAC 


TTTTCTGGGA 


200 


U3L3(03) 


151 


GGGCACGTTG 


GGACAGAAAT 


GCTTGACTTC 


TGGGGTCCAC 


TTTTCTGGGA 


200 


U3L3(05) 


151 


GGGCACGTTG 


GGACAGAAAT 


GCTTGACTTC 


TGGGGTCCAC 


TTTTCTGGGA 


200 


U3L3(06)* 


151 


GGGCACGTTG 


GGACAGAAAT 


GCTTGACTTC 


TGGGGTCCAC 


TTTTCTGGGA 


200 


U3L3(07) 


151 


GGGCACGTTG 


GGACAGAAAT 


GCTTGACTTC 


TGGGGTCCAC 


TTTTCTGGGA 


200 


U3L3(09) 


151 


GGGCACGTTG 


GGACAGAAAT 


GCTTGACTTC 


TGGGGTCCAC 


TTTTCTGGGA 


200 


U3L3(10)* 


151 


GGGCACGTTG 


GGACAGAAAT 


GCTTGACTTC 


TGGGGTCCAC 


TTTTCTGGGA 


200 


U3L3(11) 


151 


GGGCACGTTG 


GGACAGAAAT 


GCTTGACTTC 


TGGGGTCCAC 


TTTTCTGGGA 


200 


U3L3(12)* 


151 


GGGCACGTTG 


GGACAGAAAT 


GCTTGACTTC 


TGGGGTCCAC 


TTTTCTGGGA 


200 


U3L3(13) 


151 


GGGCACGTTG 


GGACAGAAAT 


GCTTGACTTC TGGGGTCCAC 


TTTTCTGGGA 


200 


U3L3(14) 


151 


GGGCACGTTG 


GGACAGAAAT 


GCTTGACTTC 


TGGGGTCCAC 


TTTTCTGGGA 


200 


U3L3(15) 


151 


GGGCACGTTG 


GGACAGAAAT 


GCTTGACTTC 


TGGGGTCCAC 


TTTTCTGGGA 


200 


U3L3(16) 


151 


GGGCACGTTG 


GGACAGAAAT 


GCTTGACTTC 


TGGGGTCCAC 


TTTTCTGGGA 


200 


U3L3(17) 


151 


GGGCACGTTG 


GGACAGAAAT 


GCTTGACTTC 


TGGGGTCCAC 


TTTTCTGGGA 


200 


U3L3(18) 


151 


GGGCACGTTG 


GGACAGAAAT 


GCTTGACTTC 


TGGGGTCCAC 


TTTTCTGGGA 


200 


U3L3(19) 


151 


GGGCACGTTG 


GGACAGAAAT 


GCTTGACTTC 


TGGGGTCCAC 


TTTTCTGGGA 


200 


03L3{20) 


151 


GGGCACGTTG 


GGACAGAAAT 


GCTTGACTTC 


TGGGGTCCAC 


TTTTCTGGGA 


200 


U3L3(21) 


151 


GGGCACGTTG 


GGACAGAAAT 


GCTTGACTTC 


TGGGGTCCAC 


TTTTCTGGGA 


200 


U3L3(22) 


151 


GGGCACGTTG 


GGACAGAAAT 


GCTTGACTTC 


TGGGGTCCAC 


TTTTCTGGGA 


200 


U3L3(24) 


151 


GGGCACGTTG 


GGACAGAAAT 


GCTTGACTTC 


TGGGGTCCAC 


TTTTCTGGGA 


200 


U3L3(25) 


151 


GGGCACGTTG 


GGACAGAAAT 


GCTTGACTTC 


TGGGGTCCAC 


TTTTCTGGGA 


200 


U3L3(26) 


151 


GGGCACGTTG 


GGACAGAAAT 


GCTTGACTTC 


TGGGGTCCAC 


TTTTCTGGGA 


200 


U3L3(28) 


151 


GGGCACGTTG 


GGACAGAAAT 


GCTTGACTTC 


TGGGGTCCAC 


TTTTCTGGGA 


200 



[0103] 
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#2 000 — 229284 



[^15] 
* 1 5 

210 220 230 240 250 

U3L3 201 TGTTTTCTAA ACTATCAGGG CTGTCGATGG AAAAACACAT CAGTATAACA 250 

U3L3(02) 201 TGTTTTCTAA ACTATCAGGG CTGTCGATGG AAAAACACAT CAGTATAACA 250 

03L3(04) 201 TGTTTTCTAA ACTATCAGGG CTGTCGATGG AAAAACACAT CAGTATAACA 250 

U3L3(23) 201 TGTTTTCTAA ACTATCAGGG CTGTCGATGG AAAAACACAT CAGTATAACA 250 

U3L3(29) 201 TGTTTTCTAA ACTATCAGGG CTGTCGATGG AAAAACACAT CAGTATAACA 250 

U3L3(01) 201 TGTTTTCTAA ACTATCAGGG CTGTCGATGG AAAAACACAT CAGTATAACA 250 

U3L3(03) 201 TGTTTTCTAA ACTATCAGGG CTGTCGATGG AAAAACACAT CAGTATAACA 250 

U3L3(05) 201 TGTTTTCTAA ACTATCAGGG CTGTCGATGG AAAAACACAT CAGTATAACA 250 

U3L3(06)* 201 TGTTTTCTAA ACTATCAGGG CTGTCGATGG AAAAACACAT CAGTATAACA 250 

03L3(07) 201 TGTTTTCTAA ACTATCAGGG CTGTCGATGG AAAAACACAT CAGTATAACA 250 

U3L3(09) 201 TGTTTTCTAA ACTATCAGGG CTGTCGATGG AAAAACACAT CAGTATAACA 250 

03L3(10)* 201 TGTTTTCTAA ACTATCAGGG CTGTCGATGG AAAAACACAT CAGTATAACA 250 

U3L3(11) 201 TGTTTTCTAA ACTATCAGGG CTGTCGATGG AAAAACACAT CAGTATAACA 250 

03L3(12)* 201 TGTTTTCTAA ACTATCAGGG CTGTCGATGG AAAAACACAT CAGTATAACA 250 

U3L3(13) 201 TGTTTTCTAA ACTATCAGGG CTGTCGATGG AAAAACACAT CAGTATAACA 250 

U3L3(14) . 201 TGTTTTCTAA ACTATCAGGG CTGTCGATGG AAAAACACAT CAGTATAACA 250 

U3L3(15) 201 TGTTHCTAA ACTATCAGGG CTGTCGATGG AAAAACACAT CAGTATAACA 250 

U3L3(16) 201 TGTTTTCTAA ACTATCAGGG CTGTCGATGG AAAAACACAT CAGTATAACA 250 

U3L3(17) 201 TGTTTTCTAA ACTATCAGGG CTGTCGATGG AAAAACACAT CAGTATAACA 250 

U3L3(18) 201 TGTTTTCTAA ACTATCAGGG CTGTCGATGG AAAAACACAT CAGTATAACA 250 

U3L3(19) 201 TGTTTTCTAA ACTATCAGGG CTGTCGATGG AAAAACACAT CAGTATAACA 250 

U3L3(20) 201 TGTTTTCTAA ACTATCAGGG CTGTCGATGG AAAAACACAT CAGTATAACA 250 

U3L3(21) 201 TGTTTTCTAA ACTATCAGGG CTGTCGATGG AAAAACACAT CAGAATAACA 250 

U3L3(22) 201 TGTTTTCTAA ACTATCAGGG CTGTCGATGG AAAAACACAT CAGTATAACA 250 

U3L3(24) 201 TGTTTTCTAA ACTATCAGGG CTGTCGATGG AAAAACACAT CAGTATAACA 250 

U3L3(25) 201 TGTTTTCTAA ACTATCAGGG CTGTCGATGG AAAAACACAT CAGTATAACA 250 

U3L3(26) 201 TGTTTTCTAA ACTATCAGGG CTGTCGATGG AAAAACACAT CAGTATAACA 250 

U3L3(28) 201 TGTTTTCTAA ACTATCAGGG CTGTCGATGG AAAAACACAT CAGTATAACA 250 

[0104] 
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[^1 6] 

m. 1 6 









6 (K) 


280 


290 


ouu 




flQT Q 
UOLO 


9(; 1 


1 Lull 1 Ai 1 1 U 


uul AuuAuAu 


GGGCCTCAGG CGATCATAAT 






uoLo V y)6 J 


1 

60 1 


TPfSfiTATfTn 


uli 1 Auu AuAu 


GGGCCTCAGG 


CGATCATAAT 






IIQr Q / (\A \ 
UOLO V U4 f 


601 


TPflflTATrTR 
i LllU 1 AI L lU 


UU i AuuAuAU 


GGGCCTCAGG CGATCATAAT 


rTTPPTRPPP 




flQT Q / 0 ^ \ 
, UoLol ^0 ) 


Ofi 1 
60 J 


TPPPT ATPTP 
iUuu LAIt Ju 


PPTAPf AP AT 
UU 1 AuuAuAu 


GGGCCTCAGG 


CGATCATAAT 


PTTPPTnPPP 


ouu 




60i 


ILuuiAlLlli 


PPT APP AP AP 

uulAiiuAuAu 


GGGCCTCAGG 


CGATCATAAT 


PTTPPTHPPP 


oUU 


It or 0 / A 1 \ 


601 


ItuulAlt lu 


cr*r kf*p AP AP 
bulAUuAliAu 


GGGCCTCAGG 


CGATCATAAT 


PTTPPTnPPP 


oUU 


HOT O / AO \ 


OC 1 


ICuGiATCTu 


uul Auu AuAu 


GGGCCTCAGG 


CGATCATAAT 






I10T0/AC\ 

U3L3(0d; 




TUudlAlt 10 


PPT A PP A P A P 

(iGlAuGAuAG 


GGGCCTCAGG CGATCATAAT 


pqtqippfppppp 

tl 1 ttluttL 




U3L3(06)* 


251 


TCGGTATCTG 


GGTAGGAGAG 


GGGCCTCAGG 


CGATCATAAT 


rtiPTPPTP P PP 

CTTCCTGCCC 


300 


u3L3(07) 


251 


TCGGTATCTG 


GGTAGGAGAG 


GGGCCTCAGG 


CGATCATAAT 


CTTCCTGCCC 


O AA 


U3L3(09) 


251 


TCGGTATCTG 


GGTAGGAGAG 


GGGCCTCAGG 


CGATCATAAT 


CTTCCTGCCC 


O A A 

300 


U3L3( 10)* 


251 


TCGGTATCTG 


GGTAGGAGAG 


GGGCCTCAGG 


CGATCATAAT 


P'HTPP'PP t^nt^ 

CTTCCTGCCC 


O AA 

300 


U3L3(11) 


251 


TCGGTATCTG 


GGTAGGAGAG 


GGGCCTCAGG 


CGATCATAAT 


CTTCCTGCCC 


300 


U3L3(12)* 


251 


TCGGTATCTG 


GGTAGGAGAG 


GGGCCTCAGG 


CGATCATAAT 


CTTCCTGCCC 


300 


U3L3(13) 


251 


TCGGTATCTG 


GGTAGGAGAG 


GGGCCTCAGG 


CGATCATAAT 


CTTCCTGCCC 


300 


U3L3<14) 


251 


TCGGTATCTG 


GGTAGGAGAG 


GGGCCTCAGG 


CGATCATAAT 


CTTCCTGCCC 


300 


U3L3(15) 


251 


TCGGTATCTG 


GGTAGGAGAG 


GGGCCTCAGG 


CGATCATAAT 


CTTCCTGCCC 


300 


U3L3(16) 


251 


TCGGTATCTG 


GGTAGGAGAG 


GGGCCTCAGG 


CGATCATAAT 


CTTCCTGCCC 


300 


U3L3(17) 


251 


TCGGTATCTG 


GGTAGGAGAG 


GGGCCTCAGG 


CGATCATAAT 


CTTCCTGCCC 


300 


II3L3(18) 


251 


TCGGTATCTG 


GGTAGGAGAG 


GGGCCTCAGG 


CGATCATAAT 


CTTCCTGCCC 


300 


U3L3(19) 


251 


TCGGTATCTG 


GGTAGGAGAG 


GGGCCTCAGG 


CGATCATAAT 


CTTCCTGCCC 


300 


U3L3(20) 


251 


TCGGTATCTG 


GGTAGGAGAG 


GGGCCTCAGG 


CGATCATAAT 


CTTCCTGCCC 


300 


U3L3(21) 


251 


TCGGTATCTG 


GGTAGGAGAG 


GGGCCTCAGG 


CGATCATAAT 


CTTCCTGCCC 


300 


U3L3(22) 


251 


TCGGTATCTG 


GGTAGGAGAG 


GGGCCTCAGG 


CGATCATAAT 


CTTCCTGCCC 


300 


U3L3(24) 


251 


TCGGTATCTG 


GGTAGGAGAG 


GGGCCTCAGG 


CGATCATAAT 


CTTCCTGCCC 


300 


U3L3(25) 


251 


TCGGTATCTG 


GGTAGGAGAG 


GGGCCTCAGG 


CGATCATAAT 


CTTCCTGCCC 


300 


U3L3(26) 


251 


TCGGTATCTG 


GGTAGGAGAG 


GGGCCTCAGG 


CGATCATAAT 


CTTCCTGCCC 


300 


U3L3(28) 


251 


TCGGTATCTG 


GGTAGGAGAG 


GGGCCTCAGG 


CGATCATAAT 


CTTCCTGCCC 


300 
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310 320 330 340 350 

U3L3 301 AGCTGTGTCC CACAAAGCCA ACTCTACCTG CTTTCCATCC ACCTCGATAT 350 

U3L3(02) 301 AGCTGTGTCC CACAAAGCCA ACTCTACCTG 350 

03L3(04) 301 AGCTGTGTCC CACAAAGCCA ACTCTACCTG 350 

U3L3(23) 301 AGCTGTGTCC CACAAAGCCA ACTCTACCTG 350 

U3L3(29) 301 AGCTGTGTCC CACAAAGCCA ACTCTACCTG 350 

U3L3(01) 301 AGCTGTGTCC CACAAAGCCA ACTCTACCTG CTTTCCATCC ACCTCGATAT 350 

U3L3(03) 301 AGCTGTGTCC CACAAAGCCA ACTCTACCTG CTTTCCATCC ACCTCGATAT 350 

U3L3(05) 301 AGCTGTGTCC CACAAAGCCA ACTCTACCTG CTTTCCATCC ACCTCGATAT 350 

U3L3(06)* 301 AGCTGTGTCC CACAAAGCCA ACTCTACCTG CTTTCCATCC ACCTCGATAT 350 

U3L3(07) 301 AGCTGTGTCC CACAAAGCCA ACTCTACCTG CTTTCCATCC ACCTCGATAT 350 

U3L3(09) 301 AGCTGTGTCC CACAAAGCCA ACTCTACCTG CTTTCCATCC ACCTCGATAT 350 

U3L3(10)* 301 AGCTGTGTCC CACAAAGCCA ACTCTACCTG CTTTCCATCC ACCTCGATAT 350 

U3L3(11) 301 AGCTGTGTCC CACAAAGCCA ACTCTACTTG CTTTCCATCC ACCTCGATAT 350 

U3L3(12)* 301 AGCTGTGTCC CACAAAGCCA ACTCTACCTG CTTTCCATCC ACCTCGATAT 350 

U3L3(13) 301 AGCTGTGTCC CACAAAGCCA ACTCTACCTG CTTTCCATCC ACCTCGATAT 350 

U3L3(14) 301 AGCTGTGTCC CACAAAGCCA ACTCTACCTG CTTTCCATCC ACCTCGATAT 350 

U3L3(15) 301 AGCTGTGTCC CACAAAGCCA ACTCTACCTG CTTTCCATCC ACCTCGATAT 350 

U3L3(16) 301 AGCTGTGTCC CACAAAGCCA ACTCTACCTG CTTTCCATCC ACCTCGATAT 350 

U3L3(17) 301 AGCTGTGTCC CACAAAGCCA ACTCTACCTG CTTTCCATCC ACCTCGATAT 350 

U3L3(18) 301 AGCTGTGTCC CACAAAGCCA ACTCTACCTG CTTTCCATCC ACCTCGATAT 350 

U3L3(19) 301 AGCTGTGTCC CACAAAGCCA ACTCTACCTG CTTTCCATCC ACCTCGATAT 350 

U3L3{20) 301 AGCTGTGTCC CACAAAGCCA ACTCTACCTG CTTTCCATCC ACCTCGATAT 350 

U3L3(21) 301 AGCTGTGTCC CACAAAGCCA ACTCTACCTG CTTTCCATCC ACCTCGATAT 350 

U3L3(22) 301 AGCTGTGTCC CACAAAGCCA ACTCTACCTG CTTTCCATCC ACCTCGATAT 350 

U3L3(24) 301 AGCTGTGGCC CACAAAGCCA ACTCTACCTG CTTTCCATCC ACCTCGATAT 350 

03L3(25) 301 AGCTGTGTCC CACAAAGCCA ACTCTACCTG CTTTCCATCC ACCTCGATAT 350 

U3L3(26) 301 AGCTGTGTCC CACAAAGCCA ACTCTACCTG CTTTCCATCC ACCTCGATAT 350 

U3L3(28) 301 AGCTGTGTCC CACAAAGCCA ACTCTACCTG CTTTCCATCC ACCTCGATAT 350 
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360 370 380 390 400 

U3L3 351 CTGCCACATA GTTCTCAAAC -ACTGTGGGC ACATACACC- TC 400 

U3L3(02) 351 400 

U3L3(04) 351 400 

03L3(23) 351 400 

03L3(29) 351 400 

U3L3(01) 351 CTGCCACATA G — TCAAAC -ACTGTGGGC ACATACACC- TC 400 

U3L3(03) 351 CTGCCACATA GTTCTCAAAC -ACTGTGGGC ACATACACC- TC 400 

U3L3(05) 351 CTGCCACATA GTTCTCAAAC -ACTGTGGGC ACATACACCC TC 400 

U3L3(06)* 351 CTGCCACATA GTTCTCAAAC -ACTGTGGGC ACATACACC- TC 400 

U3L3(07) 351 CTGCCACATA GTTCTCAAAC CACTGTGGGC ACATACACC- TC 400 

U3L3(09) 351 CTGCCACATA GTTCTCAAAC -ACTGTGGGC ACATACACC- TC 400 

U3L3(10)* 351 CTGCCACATA GTTCTCAAAC -ACTGTGGGC ACATACACC- TC 400 

U3L3(11) 351 CTGCCACATA GTTCTCAAAC -ACTGTGGGC ACATACACC- TC 400 

U3L3(12)* 351 CTGCCACATA GTTCTCAAAC -ACTGTGGGC ACATACACC- TC 400 

U3L3(13) 351 CTGCCACATA GTTCTCAAAC -ACTGGGGGC ACATACACC- TC 400 

U3L3(14) 351 CTGCCACATA GTTCTCAAAC -ACTGTGGGC ACATACACC- TC 400 

U3L3{16) 351 CTGC TGTGGGC ACATACACC- TC 400 

U3L3(16) 351 CTGCCACATA GTTCTCAATC -ACTGTGGGC ACATACACC- TC 400 

U3L3{17) 351 CTGCCACATA GTTCTCAAAC -ACTGTGGGC ACATACACC- TC 400 

U3L3(18) 351 CTGCCACATA GTTCTCAAAC -ACTGTGGGC ACATACACC- TC 400 

U3L3(19) 351 CTGCCACATA GTTCTCAAAC -ACTGTGGGC ACATACACC- TC 400 

U3L3(20) 351 CTGCCACATA GTTCTCAAAC -ACTGTGGGC ACATACACC- TC 400 

U3L3(21) 361 C GAC -ACTGTGGGC ACATACACC- TC... .400 

U3L3(22) 351 CTGCCACATA GTTCTCAAAC -ACTGTGGGC ACATACACC- TC 400 

U3L3(24) 351 CTGCCACATA GTTCTCAAAC -ACTGTGGGC ACATACACC- TC 400 

U3L3(25) 351 CTGCCACATA GTTCTCAAAC -ACTGTGGGC ACATACACC- TC 400 

U3L3(26) 351 CTGCCACATA GTTCTCAAAC -ACTGTGGGC ACATACACC- TC 400 

U3L3(28) 351 CTGCCACATA GTTCTCAAAC -ACTGTGGGC ACATACACC- TC 400 
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U4L4 

U4L4(01) 

U4L4(02) 

U4L4(03)* 

U4L4(04)* 

U4L4(05) 

U4L4(08) 

U4L4(10) 

U4L4(11) 

U4L4(13) 

04L4(15)* 

U4L4(16)« 

U4L4(17) 

U4L4(18)« 

U4L4(19) 

U4L4(20) 

[0 10 8] 

[iS2 0] 

^2 0 



10 20 30 40 50 

1 AGCTTGCAGA G-CAGCTCTC GTAGCCATTT CAAAAACCTC TCTCACTCCA 

I ACCTC TCTCACTCCA 

1 G-CAGCTCTC GTAGCCATTT CAAAAACCTC TCTCACTCCA 

1 AGCTTGCAGA G-CAGCTCTC GTAGCCATTT CAAAAACCTC TCTCACTCCA 

1 AGCTTGCAGA G-CAGCTCTC GTAGCCATTT CAAAAACCTC TCTCACTCCA 

1 AGCTTGCAGA GGCAGCTCTC GTAGCCATTT CAAAAACCTC TCTCACTCCA 

1 

1 CAGA G-CAGCTCTC GTAGCCATTT CAAAAACCTC TCTCACTCCA 

1 AGCTTGCAGA G-CAGCTCTC GTAGCCATTT CAAAAACCTC TCTCACTCCA 

1 AGCTTGCAGA G-CAGCTCTC GTAGCCATTT CAAAAACCTC TCTCACTCCA 

1 AGCTTGCAGA G-CAGCTCTC GTAGCCATTT CAAAAACCTC TCTCACTCCA 

1 AGCTTGCAGA G-CAGCTCTC GTAGCCATTT CAAAAACCTC TCTCACTCCA 

1 

1 AGCTTGCAGA G-CAGCTCTC GTAGCCATTT CAAAAACCTC TCTCACTCCA 

1 AGCTTGCAGA G-CAGCTCTC GTAGCCATTT CAAAAACCTC TCTCACTCCA 

1 AGCTTGCAGA G-CAGCTCTC GTAGCCATTT CAAAAACCTC TCTCACTCCA 



50 
50 
50 
50 
50 
50 
50 
50 
50 
50 
50 
50 
50 
50 
50 
50 







60 70 


80 


90 


100 




U4L4 


51 


TCTTTGGTCT TTGCTGAACA 


CTCCATGTAC 


CCAAAAGCGC 


CAATCCTGTT 


100 


U4L4(01) 


51 


TCTTTGGTCT TTGCTGAACA 


CTCCATGTAC 


CCAAAAGCGC 


CAATCCTGTT 


100 


U4L4(02) 


51 


TCTTTGGTCT TTGCTGAACA 


CTCCATGTAC 


CCAAAAGCGC 


CAATCCTGTT 


100 


U4L4(03)* 


51 


TCTTTGGTCT TTGCTGAACA 


CTCCATGTAC 


CCAAAAGCGC 


CAATCCTGTT 


100 


U4L4(04)* 


51 


TCTTTGGTCT TTGCTGAACA 


CTCCATGTAC 


CCAAAAGCGC 


CAATCCTGTT 


100 


U4L4(05) 


51 


TCTTTGGTCT TTGCTGAACA 


CTCCATGTAC 


CCAAAAGCGC 


CAATCCTGTT 


100 


U4L4(08) 


51 




C 


CCAAAAGCGC 


CAATCCTGTT 


100 


U4L4(10) 


51 


TCTTTGGTCT TTGCTGAACA 


CTCCATGTAC 


CCAAAAGCGC 


CAATCCTGTT 


100 


U4L4(11) 


51 


TCTTTGGTCT TTGCTGAACA 


CTCCATGTAC 


CCAAA-GCGC 


CAATCCTGTT 


100 


U4L4(13) 


51 


TCTTTGGTCT TTGCTGAACA 


CTCCATGTAC 


CCAAA-GCGC 


CAATCCTGTT 


100 


U4L4(15)« 


51 


TCTTTGGTCT TTGCTGAACA 


CTCCATGTAC 


CCAAAAGCGC 


CAATCCTGTT 


100 


U4L4(16)« 


51 


TCTTTGGTCT TTGCTGAACA 


CTCCATGTAC 


CCAAAAGCGC 


CAATCCTGTT 


100 


U4L4(17) 


51 




C 


CCAAAAGCGC 


CAATCCTGTT 


100 


U4L4(18)* 


51 


TCTTTGGTCT TTGCTGAACA CTCCATGTAC 


CCAAAAGCGC 


CAATCCTGTT 


100 


U4L4(19) 


51 


TCTTTGGTCT TTGCTGAACA 


CTCCATGTAC 


CCAAAAGCGC 


CAATCCTGTT 


100 


U4L4(20) 


51 


TCTTTGGTCT TTGCTGAACA 


CTCCATGTAC 


CCAAAAGCGC 


CAATCCTGTT 


^100 
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[m2 1] 
^2 1 
U4L4 

U4L4(01) 

U4L4(02) 

U4L4(03)* 

U4L4(04)* 

U4L4(0S) 

U4L4(08) 

U4L4(10) 

U4L4(il) 

U4L4(13) 

U4L4(15)* 

U4L4(16)* 

U4L4(17) 

U4L4(18)* 

U4L4(19) 

U4L4(20) 

[0 110] 

im2 2] 

^2 2 
U4L4 

U4L4(01) 

U4L4(02) 

U4L4(03)* 

U4L4(04)* 

U4L4(05) 

U4L4(08) 

U4L4(10) 

U4L4(11) 

U4L4(13) 

U4L4(15)* 

U4L4(16)* 

U4L4(17) 

U4L4(18)* 

U4L4(19) 

IJ4L4(2^ ^ 

[0111] 





110 


120 


130 


140 


150 




101 


TGCCATATCT CTGCCTTCTT 


CAGGTTTCAC 


CGGCTCCTGC 


TTCATCTTGG 


150 


101 


TGCCATATCT 


CTGCCTTCTT 


CAGGTTTCAC 


CGGCTCCTGC 


TTCATCTTGG 


150 


101 


TGCCATATCT 


CTGCCTTCTT 


CAGGTTTCAC 


CGGCTCCTGC 


TTCATCTTGG 


150 


101 


TGCCATATCT 


CTGCCTTCTT 


CAGGTTTCAC 


CGGCTCCTGC 


TTCATCTTGG 


150 


101 


TGCCATATCT CTGCCTTCTT 


CAGGTTTCAC 


CGGCTCCTGC 


TTCATCTTGG 


150 


101 


TGCCATATCT 


CTGCCTTCTT 


CAG-TTTCAC 


CGGCTCCTGC 


TTCATCTTGG 


150 


101 


TGCCATATCT 


CTGCCTTCTT 


CAGGTTTCAC 


CGGCTCCTGC 


TTCATCTTGG 


150 


101 


TGCCATATCT 


CTGCCTTCTT 


CAGGTTTCAC 


CGGCTCCTGC 


TTCATCTTGG 


150 


101 


TGCCATATCT 


CTGCCTTCTT 


CAGGTTTCAC 


CGGCTCCTGC 


TTCATCTTGG 


150 


101 


TGCCATATCT 


CTGCCTTCTT 


CAGGTTTCAC 


CGGCTCCTGC 


TTCATCTTGG 


150 


101 


TGCCATATCT 


CTGCCTTCTT 


CAGGTTTCAC 


CGGCTCCTGC 


TTCATCTTGG 


150 


101 


TGCCATATCT 


CTGCCTTCTT 


CAGGTTTCAC 


CGGCTCCTGC 


TTCATCTTGG 


150 


101 


TGCCATATCT 


CTGCCTTCTT 


CAGGTTTCAC 


CGGCTCCTGC 


TTCATCTTGG 


150 


101 


TGCCATATCT 


CTGCCTTCTT 


CAGGTTTCAC 


CGGCTCCTGC 


TTCATCTTGG 


150 


101 


TGCCATATCT 


CTGCCTTCTT 


CAGGTTTCAC 


CGGCTCCTGC 


TTCATCTTGG 


150 


101 


TGCCATATCT 


CTGCCTTCTT 


CAGGTTTCAC 


CGGCTCCTGC 


TTCATCTTGG 


150 



160 170 180 190 200 

151 CTAGCTCCCG CCTTGTGTGC TCATCATTCC GAAGATCCTT CTTATTCCCA 200 

151 CTAGCTCCCG CCTTGTGTGC TCATCATTCC GAAGATCCTT CTTATTCCCA 200 

151 CTAGCTCCCG CCTTGTGTGC TCATCATTCC GAAGATCCTT CTTATTCCCA 200 

151 CTAGCTCCCG CCTTGTGTGC TCATCATTCC GAAGATCCTT CTTATTCCCA 200 

151 CTAGCTCCCG CCTTGTGTGC TCATCATTCC GAAGATCCTT CTTATTCCCA 200 

151 CTAGCTCCCG CCTTGTGTGC TCATCATTCC GAAGATCCTT CTTATTCCCA 200 

151 CTAGCTCCCG CCTTGTGTGC TCATCATTCC GAAGATCCTT CTTATTCCCA 200 

151 CTAGCTCCCG CCTTGTGTGC TCATCATTCC GAAGATCCTT CTTATTCCCA 200 

151 CTAGCTCCCG CCTTGTGTGC TCATCATTCC GAAGATCCTT CTTATTCCCA 200 

151 CTAGCTCCCG CCTTGTGTGC TCATCATTCC GAAGATCCTT CTTATTCCCA 200 

151 CTAGCTCCCG CCTTGTGTGC TCATCATTCC GAAGATCCTT CTTATTCCCA 200 

151 CTAGCTCCCG CCTTGTGTGC TCATCATTCC GAAGATCCTT CTTATTCCCA 200 

151 CTAGCTCCCG CCTTGTGTGC TCATCATTCC GAAGATCCTT CTTATTCCCA 200 

151 CTAGCTCCCG CCTTGTGTGC TCATCATTCC GAAGATCCTT CTTATTCCCA 200 

151 CTAGCTCCCG CCTTGTGTGC TCATCATTCC GAAGATCCTT CTTATTCCCA 200 

l51 CTAGCfMCG CCTTGT^ ==200— — ~ 
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[S2 3] 
^2 3 
U4L4 

U4L4(01) 

U4L4(02) 

U4L4(03)* 

U4L4(04)* 

U4L4(05) 

U4L4(08) 

U4L4(10) 

U4L4(11) 

U4L4(13) 

U4L4(15)» 

U4L4(16)« 

U4L4(17) 

U4L4(18)* 

U4L4(19) 

U4L4(20) 

[0 112] 
[*2 4] 

m2 4 

U4L4 
U4L4(01) 
U4L4(02) 
D4L4(03)* 
U4L4(04)» 
U4L4(05) 
U4L4(08) 
U4L4(I0) 
U4L4(11) 
U4L4(13) 
U4L4(15)* 
U4L4(16)* 
U4L4{17) 
U4L4(18)« 
_ _ _^U4L4(J9 ) _ 
U4L4(20) 

[0113] 



210 220 230 240 250 

201 ACCAGGATGA TGGGCACGTT GGGACAGAAA TGCTTGACTT CTGGGGTCCA 250 

201 ACCAGGATGA TGGGCACGTT GGGACAGAAA TGCTTGACTT CTGGGGTCCA 250 

201 ACCAGGATGA TGGGCACGTT GGGACAGAAA TGCTTGACTT CTGGGGTCCA 250 

201 ACCAGGATGA TGGGCACGTT GGGACAGAAA TGCTTGACTT CTGGGGTCCA 250 

201 ACCAGGATGA TGGGCACGTT GGGACAGAAA TGCTTGACTT CTGGGGTCCA 250 

201 ACCAGGATGA TGGGCACGTT GGGACAGAAA TGCTTGACTT CTGGGGTCCA 250 

201 ACCAGGATGA TGGGCACGTT GGGACAGAAA TGCTTGACTT CTGGGGTCCA 250 

201 ACCAGGATGA TGGGCACGTT GGGACAGAAA TGCTTGACTT CTGGGGTCCA 250 

201 ACCAGGATGA TGGGCACGTT GGGACAGAAA TGCTTGACTT CTGGGGTCCA 250 

201 ACCAGGATGA TGGGCACGTT GGGACAGAAA TGCTTGACTT CTGGGGTCCA 250 

201 ACCAGGATGA TGGGCACGTT GGGACAGAAA TGCTTGACTT CTGGGGTCCA 250 

201 ACCAGGATGA TGGGCACGTT GGGACAGAAA TGCTTGACTT CTGGGGTCCA 250 

201 ACCAGGATGA TGGGCACGTT GGGACAGAAA TGCTTGACTT CTGGGGTCCA 250 

201 ACCAGGATGA TGGGCACGTT GGGACAGAAA TGCTTGACTT CTGGGGTCCA 250 

201 ACCAGGATGA TGGGCACGTT GGGACAGAAA TGCTTGACTT CTGGGGTCCA 250 

201 ACCAGGATGA TGGGCACGTT GGGACAGAAA TGCTTGACTT CTGGGGTCCA 250 





260 


270 


280 


290 


300 




251 


CTTTTCTGGG 


ATGTTTTCTA 


AACTATCAGG 


GCTGTCGATG 


GAAAAACACA 


300 


251 


CTTTTCTGGG 


ATGTTTTCTA 


AACTATCAGG 


GCTGTCGATG 


GAAAAACACA 


300 


251 


CTTTTCTGGG 


ATGTTTTCTA 


AACTATCAGG 


GCTGTCGATG 


GAAAAACACA 


300 


251 


CTTTTCTGGG 


ATGTTTTCTA 


AACTATCAGG 


GCTGTCGATG 


GAAAAACACA 


300 


251 


CTTTTCTGGG 


ATGTTTTCTA 


AACTATCAGG 


GCTGTCGATG 


GAAAAACACA 


300 


251 


CTTTTCTGGG ATGTTTTCTA 


AACTATCAGG 


GCTGTCGATG 


GAAAAACACA 


300 


251 


CTTTTCTGGG 


ATGTTTTCTA 


AACTATCAGA GCTGTCGATG 


GAAAAACACA 


300 


251 


CTTTTCTGGG ATGTTTTCTA 


AACTATCAGG 


GCTGTCGATG 


GAAAAACACA 


300 


251 


CTTTTCTGGG 


ATGTTTTCTA 


AACTATCAGG 


GCTGTCGATG 


GAAAAACACA 


300 


251 


CTTTTCTGGG 


ATGTTTTCTA 


AACTATCAGG 


GCTGTCGATG 


GAAAAACACA 


300 


251 


CTTTTCTGGG 


ATGTTTTCTA 


AACTATCAGG 


GCTGTCGATG 


GAAAAACACA 


300 


251 


CTTTTCTGGG 


ATGTTTTCTA 


AACTATCAGG 


GCTGTCGATG 


GAAAAACACA 


300 


251 


CTTTTCTGGG 


ATGTTTTCTA 


AACTATCAGA GCTGTCGATG 


GAAAAACACA 


300 


251 


CTTTTCTGGG ATGTTTTCTA 


AACTATCAGG 


GCTGTCGATG 


GAAAAACACA 


300 


=251 


XTtTTCTGGG^ATGmTCTA. 


AACTATCAGG GCTGTCGATG 


GAAAAACACA 


300 


251 


CTTTTCTGGG 


ATGTTTTCTA 


AACTATCAGG 


GCTGTCGATG 


GAAAAACACA 


300 
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^2 5 

310 320 



U4L4 


tJv 1 


TrAGTATAAC ATCfiGTATfT 




1 


TfARTATAAP ATfRnTATfT 

IV/AUiAlAAVf AivVUlAJV/1 






TPAftTATAAf ATPRRTATrT 

il/AUlAlAAC AIV/UU1AJL>I 


1141 4^0^)* 




TfAflTATAAf ATPRRTATrT 

ILrAUlAlAALr AlV/UUIAlLfl 


II4T 4^04 )ic 




TrARTATAAP ATrRRTATfT 

1 AU 1 A 1 AAU Ai l/UU 1 A 1 1/ 1 


U4L4(05) 


301 


TCAGTATAAC ATCGGTATCT 


U4L4(08) 


301 


TCAGTATAAC ATCGGTATCT 


U4ii4v lU ; 


oUI 


ItAulAlAAl/ AlLuulAlLl 


U4L4(11) 


301 


TCAGTATAAC ATCGGTATCT 


U4L4(13) 


301 


TCAGTATAAC ATCGGTATCT 


I14T 4^ \ ^\'k. 


^ni 

«>U i 


TPARTATAAP ATPRRTATPT 


U4L4(16)* 


301 


TCAGTATAAC ATCGGTATCT 


U4L4(17) 


301 


TCAGTATAAC ATCGGTATCT 


U4L4(18)* 


301 


TCAGTATAAC ATCGGTATCT 


U4L4(19) 


301 


TCAGTGTAAC ATCGGTATCT 


U4L4(20) 


301 


TCAGTGTAAC ATCGGTATCT 


[0 114] 






[3g2 6] 






a 2 6 











360 


370 


U4L4 


351 


TCTTCCTGCC 


CAGCTGTGTC 


U4L4(01) 


351 


TCTTCCTGCC 


CAGCTGTGTC 


U4L4(02) 


351 


TCTTCCTGCC 


CAGCTGTGTC 


U4L4(03)* 


351 


TCTTCCTGCC 


CAGCTGTGTC 


U4L4(04)* 


351 


TCTTCCTGCC 


CAGCTGTGTC 


U4L4(05) 


351 


TCTTCCTGCC 


CAGCTGTGTC 


U4L4(08) 


351 


TCTTCCTGCC 


CAGCTGTGTC 


U4L4(10) 


351 


TCTTCCTGCC 


CAGCTGTGTC 


U4L4(11) 


351 


TCTTCCTGCC 


CAGCTGTGTC 


U4L4(13) 


351 


TCTTCCTGCC 


CAGCTGTGTC 


U4L4{15)* 


351 


TCTTCCTGCC 


CAGCTGTGTC 


U4L4(16)* 


351 


TCTTCCTGCC 


CAGCTGTGTC 


U4L4(17) 


351 


TCTTCCTGCC 


CAGCTGTGTC 


U4L4(18)* 


351 


TCTTCCTGCC 


CAGCTGTGTC 


U4L411A)_ . 


351 


TCTTCCTGCC 


CAGCIGTGTC 


U4L4(20) 


351 


TCTTCCTGCC 


CAGCTGTGTC 



[0 115] 



330 


340 


350 




RRRTAGRARA 

UUU 1 AUUAUA 


GRRRf f TP Afi 

UUUuUlyl LrAU 


GPGATPATAA 

U\/UA1 VA X AA 


^*^R 
0*?u 


GGGTAGGAGA 


GGGGCCTCAG 

U UUU Vw I VAU 


GCGATCATAA 

U VU A 1 VA 1 AA 


'ISO 


GGGTAGGAGA 

UUU 1 AUUAUA 


GGGGCCTCAG 

UUUUV/ V/ I V/AU 


GCGATCATAA 

U V U A 1 V/ A I AA 




RRRTARRARA 
UUU 1 AuUAuA 


RRRRPrTPAR 

UUuULrv* i UAu 


RPRATPATAA 

Ui/U Al l/Al AA 


OuU 


RRRTARRARA 

UuU i AuuAUA 


RRRRPrTPAR 


GPGATPATAA 

Ui/UAl \/A J, AA 




RRRTARRARA 
iluu 1 AUUAUA 


RRRRPPTPAR 
uuUUULlLAu 


RPRATPATAA 

U VUA 1 l/A i AA 




GGGTAGGAGA 


GGGGCCTCAG 


GCGATCATAA 


350 


GGGTAGGAGA 


GGGGCCTCAG 


GCGATCATAA 


350 


GGGTAGGAGA 


GGGGCCTCAG 


GCGATCATAA 


350 


GGGTAGGAGA 


GGGGCCTCAG 


GCGATCATAA 


350 


GGGTAGGAGA 


GGGGCCTCAG 


GCGATCATAA 


350 


GGGTAGGAGA 


GGGGCCTCAG 


GCGATCATAA 


350 


GGGTAGGAGA 


GGGGCCTCAG 


GCGATCATAA 


350 


GGGTAGGAGA 


GGGGCCTCAG 


GCGATCATAA 


350 


GGGTAGGAGA 


GGGGCCTCAG 


GCGATCATAA 


350 


GGGTAGGAGA 


GGGGCCTCAG 


GCGATCATAA 


350 


380 


390 






CCACAAAGCC 


AACTCTACCT 


rPTTTrP ATP 

iit 1 1 1 OLA J 1/ 


4UU 


CCACAAAGCC 


AACTCTACCT 


fSPTTTPP ATP 


TtUU 


CCACAAAGCC 


AACTCTACCT 


fiPTTTPPATP 


Ann 


CCACAAAGCC 


AACTCTACCT 


RPTTTPPATP 


400 


CCACAAAGCC 


AACTCTACCT 


RPTTTPPATP 

Ul/ ill bUAl Lr 


400 


CCACAAAGCC AACTCTACCT 


GCTTTCCATC 


400 


CCACAAAGCC 


AACTCTACCT 


GCTTTCCATC 


400 


CCACAAAGCC 


AACTCTACCT 


GCTTTCCATC 


400 


CCACAAAGCC 


AACTCTACCT 


GCTTTCCATC 


400 


CCACAAAGCC 


AACTCTACCT 


GCTTTCCATC 


400 


CCACAAAGCC 


AACTCTACCT 


GCTTTCCATC 


400 


CCACAAAGCC 


AACTCTACCT 


GCTTTCCATC 


400 


CCACAAAGCC 


AACTCTACCT 


GCTTTCCATC 


400 


CCACAAAGCC 


AACTCTACCT 


GCTTTCCATC 


400 


CCACAAAGCC. 


AACTCTACCT 


GCTTTCCATC 


400 


CCACAAAGCC 


AACTCTACCT 


GCTTTCCATC 


400 
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410 


420 


4*^0 

*tO\J 


iidr d 




CACCTCGATA TCTGCCACAT 


AU i 1 1 V/AAA 




tU 1 


CACCTCGATA TCTGCCACAT 


AfiTTrTPAAA 


U^Ln V ) 


*±\J I 


CACCTCGATA TCTGCCACAT 


AfiTTPTpA AA 






CACCTCGATA TCTGCCACAT 


AfiTTrTPA AA 






CACCTCGATA TCTGCCACAT 


ARTTPTPA A A 
Aul 1 l/lvAAA 


HAT A/ ^ 




CACCTCGATA TCTGCCACAT 


AnTTrTr A a a 


U4L4(08) 


401 


CACCTCGATA TCTGCCACAT 


AGTTCTCAAA 


U4L4(10) 


401 


CACCTCGATA TCTGCCACAT 


AGTTCTCAAA 




401 


CACCTCGATA TCTGCCACAT 


AfiTTrTPA A A 
Au 1 i U 1 1/ AAA 


U4L4(13) 


401 


CACCTCGATA 


TCTGCCACAT 


AGTTCTCAAA 


U4L4(15)* 


401 


CACCTCGATA TCTGCCACAT 


AGTTCTCAAA 


U4L4(16)* 


401 


CACCTCGATA 


TCTGCCACAT 


AGTTCTCAAA 


U4L4{17) 


401 


CACCTCGATA TCTGCCACAT 


AGTTCTCAAA 


U4L4(18)« 


401 


CACCTCGATA 


TCTGCCACAT 


AGTTCTCAAA 


U4L4(19) 


401 


CACCTCGATA TCTGCCACAT 


AGTTCTCAAA 


U4L4(20) 


401 


CACCTCGATA 


TCTGCCACAT 


AGTTCTCAAA 


[0 116] 










r — *-» ^ 










S.2 8 














460 


470 


480 


U4L4 


451 


CTGGGAACTG 


GTCCTTGCTG 


k k k /itn * mm a 

AAGACTATTA 


ri>IT M / Ctl \ 

U4L4(01 } 


451 


CTGGGAACTG 


GTCCTTGCTG 


AAGACTATTA 


U4L4(0Z) 


AC i 

451 


CTGGGAACTG 


GTCCTTGCTG 


A A P APT ATT A 

AAGACi Ai lA 


I1>IT A t \^ 


451 


CTGGGAACTG 


GTCCTTGCTG 


AAuAClAi lA 


U4L4 V U4 ^* 


40 1 


CTGGGAACTG 


GTCCTTGCTG 


A An APTATT A 


U4L4(05) 


451 


CTGGGAACTG 


GTCCTTGCTG 


AAGACTATTA 


U4L4(08) 


451 


GTGGGAACTG 


GTCCTTGCTG 


AAGACTATTA 


U4L4(10) 


451 


CTGGGAACTG 


GGCCTTGCTG 


AAGACTATTA 


U4L4(11) 


451 


CTGGGAACTG GTCCTTGCTG 


AAGACTATTA 


U4L4(13) 


451 


CTGGGAACTG 


GTCCTTGCTG 


AAGACTATTA 


U4L4(15)* 


451 


CTGGGAACTG 


GTCCTTGCTG 


AAGACTATTA 


U4L4(16)* 


451 


CTGGGAACTG 


GTCCTTGCTG 


AAGACTATTA 


U4L4(17) 


451 


GTGGGAACTG 


GTCCTTGCTG 


AAGACTATTA 


U4L4{18)* 


451 


CTGGGAACTG 


GTCCTTGCTG 


AAGACTATTA 


U4L4(J9) 


_451 


CTGGGAACTG 


GTCCTTGCTG 


AAGACTATTA 


U4L4(20) 


451 


CTGGGAACTG GTCCTTGCTG AAGACTATTA 



[0 117] 



440 


4^0 




tiAl/ 1 U 1 UUUl/ 


APATAPAPPT 

AU A 1 AUAL \/ i 


4^0 


t*AU i U 1 Ullub 


APATAPAPPT 
Al^ A J AU AL U 1 


df\(\ 
40U 


LAU 1 u 1 UuULf 


APATAPAPPT 
AUA 1 Al^Al/U I 


4R0 


r APTf!Tn(TflP 
LAl/l u I uUuL 


APATAPAPPT 
AUAl ALALtr 1 


40U 


l/Al/l U I uuuL 


AP AT AP APPT 


A f«A 


LALIuluuul/ 


APATAPAPPT 
AuAlAl/AtLl 


40U 


CACTGT6GGC 


A ^ M. fWt A A A A Attn 

ACATACACCT 


450 


CACTGTGGGC 


ACATACACCT 


450 


CACTGTGGGC 


ACATACACCT 


450 


CACTGTGGGC 


ACATACACCT 


450 


CACTGTGGGC 


ACATACACCT 


450 


CACTGTGGGC 


ACATACACCT 


450 


CACTGTGGGC 


ACATACACCT 


450 


CACTGTGGGC 


ACATACACCT 


450 


CACTGTGGGC 


ACATACACCT 


450 


CACTGTGGGC 


ACATACACCT 


450 



490 


500 




ATAGGCATGT 


CTTTCCACAG 


500 


ATAGGCATGT 


CTTTCCACAG 


500 


ATAGGCATGT 


CTTTCCACAG 


500 


ATAGGCATGT 


CTTTCCACAG 


500 


ATAGGCATGT 


CTTTCCACAG 


500 


ATAGGCATGT 


CTTTCCACAG 


500 


ATAGGCATGT 


CTTTCCACAG 


500 


ATAGGCATGT 


CTTTCCACAG 


500 


ATAGGCATGT 


CTTTCCACAG 


500 


ATAGGCATGT 


CTTTCCACAG 


500 


ATAGGCATGT 


CTTTCCACAG 


500 


ATAGGCATGT 


CTTTCCACAG 


500 


ATAGGCATGT 


CTTTCCACAG 


500 


ATAGGCATGT 


CTTTCCACAG 


500 


ATAGGCATGT 


CTTTCCACAG 


500 


ATAGGCATGT 


CTTTCCACAG 


500 
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u lU 




udx) 


OoU 


u4U 


oou 






1 


ulrl ALAl uAL 


n 










OQU 


WAX At \ 


t;n 1 


rPTA P ATP A P 












ccn 
OOU 


WAX A ( f\0 \ 


Rf\ 1 

DUl 


PPT A P ATP A P 

uti AtAlLAL 


n 










CCA 

550 


nAT A / t\*3 \^ 




PflTAPATP AP 

uCrALAitAL 


n 










CCA 

550 


11 AT A / /\A \ ^ 

U4L4\04;* 




nn*p k n k TP k p 


p 










CCA 

550 


11 Al At AC \ 


501 


PfVP AHA TP A P 


ft 










CCA 

550 


■ ff J T A i /\ A \ 

U4L4(08) 


501 


GCTACATCAC 












550 


U4L4{10) 


501 


GCTACATCAC 


c... 










550 


0414(11) 


501 


GCTACATCAC 


c. . . 










550 


04L4(13) 


501 


GCTACATCAC 


c. . . 










550 


U4L4(15)* 


501 


GCTACATCAC 


c... 










550 


U4L4(16)* 


501 


GCTACATCAC 


c. . . 










550 


U4L4(17) 


501 


GCTACATCAC 












550 


U4L4(18)* 


501 


GCTACATCAC 


c. . . 










550 


U4L4(19) 


501 


GCTACATCAC 


c. 










550 


U4L4(20) 


501 


GCTACATCAC 


c. . . 










550 
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^3 0 

10 20 30 40 50 

U5L5 1 GGCTCGAGGT ACCGCGGCCG CTCACAAGAC AAGGCAACCA GATTTTTTCT 50 

U5L5(01) 1 50 

U5L5(02) 1 50 

U5L5(03) 1 50 

U5L5(05) 1 AAGAC AAGGCAACCA GATTTTTTCT 50 

U5L5(06) 1 AGGCAACCA GATTTTTTCT 50 

U5L5(07) 1 50 

U5L5(08) 1 GGCTCGAGGT ACCGCGGCCG CTCACAAGAC AAGGCAACCA GATTTTTTCT 50 

U5L5(09) 1 50 

U5L5{10) 1 GGCTCGAGGT ACCGCGGCCG CTCACAAGAC AAGGCAACCA GATTTTTTCT 50 

U5L5(11) 1 GGCTCGAGGT ACCGCGGCCG CT 50 

U5L5(12) 1 AC AAGGCAACCA GATTTTTTCT 50 

U5L5(13)* 1 GGCTCGAGGT ACCGCGGCCG CTCACAAGAC AAGGCAACCA GATTTTTTCT 50 

U5L5(15) 1 GGCTCGAGGT ACCGCGGCCG CTCACAAGAC AAGGCAACCA GATTTTTTCT 50 

U5 L5(ieLLJ 1 — CAACCA AATTTTTTCT 50 

U5L5(17) 1 CGAGGT ACCGCGGCCG CTCACAAGAC AAGGCAACCA AATTTTTTCT" 50 

U5L5(18) 1 GGCTCGAGGT ACCGCGGCCG CTCACAAGAC AAGGCAACCA GATTTTTTCT 50 

U5L5(19) 1 GGT ACCGCGGCCG CTCACAAGAC AAGGCAACCA GATTTTTTCT 50 

U5L5(21) 1 T ACCGCGGCCG CTCACAAGAC AAGGCAACCA GATTTTTTCT 50 

U5L5(23) 1 50 
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ti€\ 7n fin Qn 
ou (U ou yu 


1 nn 
1 uu 




ftCf c 

U5L5 


51 


TCCCACuTUl AutlllrLAuA uCAuCTCTCu TAuCCAlllC 


A A A A A PPTPT 

AAAAACCTCl 


100 




R 1 


- - LAUtititu lAuttAHlt 


A A A A A PPTPT 


100 




e 1 
01 


/IPTPT APPTTfPAPA PPAPPTPTPP TAPPPATTTP 

Curtl AuCliuCAuA uLAuCrCltu lAuCl/Alllt 


A A A A A PPTPT 

AAAAACCi CT 


100 


IICTC/AOX 

U5L5(Uo; 


e 1 

51 


A PPAPPTPTPP TAPPPATTTP 

uCAdClClCG lAuCCAlIlt 


A A A A APPTPT 

AAAAAtt 1 C 1 


100 


U5L5(05) 


51 


T/lAn A /l/^THT A n/ITT/1/1 A /I 1 /I H A /iTnT /IP TAr*ilPATTTn 

TCCCACGTCT AGCTTGCAGA GCAGCTCTCG TAGCCATTTC 


A A A A A PnTnT 

AAAAACCTCT 


100 


U5L5(0d} 


51 


T/m/1 A n/IT/IT A /I ^TT/l /I A /V 1 A /l/1TOTn/1 T A P A TTT/1 

TCCCACGTCT AGCTTGCAGA GCAGCTCTCG TAGCCATTTC 


A A A A APflT/IT 

AAAAACCTCT 


100 


U5L5(07) 


51 


ffi A A Tn*i*^ 

GCTCTCG TAGCCATTTC 


A A A A A/1/^T/1T 

AAAAACCTCT 


100 


U5L5(08} 


51 


TCCCACGTCT AGCTTGCAGA GCAGCTCTCG TAGCCATTTC 


A 1 A A AD/lTflT 

AAAAACCTCT 


100 


U5L5(09) 


51 


GCAGCTCTCG TAGCCATTTC 


k k k k k MMfimm 

AAAAACCTCT 


100 


U5L5(10) 


51 


TCCCACGTCT AGCTTGCAGA GCAGCTCTCG TAGCCATTTC 


AAAAACCTCT 


100 


U5L5(11) 


51 


GCAGCTCTCG TAGCCATTTC 


AAAAACCTCT 


100 


U5L5(12) 


51 


TCCCACGTCT AGCTTGCAGA GCAGCTCTCG TAGCCATTTC 


AAAAACCTCT 


100 


U5L5(13)* 


51 


TCCCACGTCT AGCTTGCAGA GCAGCTCTCG TAGCCATTTC 


AAAAACCTCT 


100 


U5L5(15) 


51 


TCCCACGTCT AGCTTGCAGA GCAGCTCTCG TAGCCATTTC 


AAAAACCTCT 


100 


U5L5(16) 


51 


TCCCACGTCT AGCTTGCAGA GCAGCTCTCG TAGCCATTTC 


AAAAACCTCT 


100 


U5L5(17) 


51 


TCCCACGTCT AGCTTGCAGA GCAGCTCTCG TAGCCATTTC 


AAAAACCTCT 


100 


U5L5(18) 


51 


TCCCACGTCT AGCTTGCAGA GCAGCTCTCG TAGCCATTTC 


AAAAACCTCT 


100 


U5L5(I9) 


51 


TCCCACGTCT AGCTTGCAGA GCAGCTCTCG TAGCCATTTC 


AAAAACCTCT 


100 


U5L5(21) 


51 


TCCCACGTCT AGCTTGCAGA GCAGCTCTCG TAGCCATTTC 


AAAAACCTCT 


100 


U5L5(23) 


51 


A GCAGCTCTCG TAGCCATTTC 


AAAAACCTCT 


100 



[0 12 0] 
[^3 2] 



S3 2 

110 120 130 140 150 

U5L5 101 CTCACTCCAT CTTTGGTCTT TGCTGAACAC TCCATGTACC CAAAAGCGCC 150 

U5L5{01) 101 CTCACTCCAT CTTTGGTCTT TGCTGAACAC TCCATGTACC CAAAAGCGCC 150 

U5L5(02) 101 CTCACTCCAT CTTTGGTCTT TGCTGAACAC TCCATGTACC CAAAAGCGCC 150 

U5L5(03) 101 CTCACTCCAT CTTTGGTCTT TGCTGAACAC TCCATGTACC CAAAAGCGCC 150 

U5L5(05) 101 CTCACTCCAT CTTTGGTCTT TGCTGAACAC TCCATGTACC CAAAAGCGCC 150 

U5L5(06) 101 CTCACTCCAT CTTTGGTCTT TGCTGAACAC TCCATGTACC CAAAAGCGCC 150 

U5L5(07) 101 CTCACTCCAT CTTTGGTCTT TGCTGAACAC TCCATGTACC CAAAAGCGCC. 150 

U5L5(08) 101 CTCACTCCAT CTTTGGTCTT TGCTGAACAC TCCATGTACC CAAAAGCGCC 150 

U5L5(09) 101 CTCACTCCAT CTTTGGTCTT TGCTGAACAC TCCATGTACC CAAAAGCGCC 150 

U5L5(10) 101 CTCACTCCAT CTTTGGTCTT TGCTGAACAC TCCATGTACC CAAAAGCGCC 150 

U5L5{11) 101 CTCACTCCAT CTTTGGTCTT TGCTGAACAC TCCATGTACC CAAAAGCGCC 150 

U5L5(12) 101 C TCACTCCAT CTHGGTCTT TGCTGAACAC TCCATGTACC CAAAAGCGCC 150 

U5L5(13)» 101 CTCACTCCAT CTTTGGTCTT TGCTGAACAC TCCATGTACC CAAAAGCGCC 150 

U5L5(15) 101 CTCACTCCAT CTTTGGTCTT TGCTGAACAC TCCATGTACC CAAAAGCGCC 150 

U5L5(16) 101 CCCACTCCAT CTTTGGTCTT TGCTGAACAC TCCATGTACC CAAAAGCGCC 150 

U5L5(17) 101 CTCACTCCAT CTTTGGTCTT TGCTGAACAC TCCATGTACC CAAAAGCGCC 150 

U5L5(18) 101 CTCACTCCAT CTTTGGTCTT TGCTGAACAC TCCATGTACC CAAAAGCGCC 150 

U5L5(19) 101 CTCACTCCAT CTTTGGTCTT TGCTGAACAC TCCATGTACC CAAAAGCGCC 150 

U5L5(21) 101 CTCACTCCAT CTTTGGTCTT TGCTGAACAC TCCATGTACC CAAAAGCGCC 150 

U5L5(23) 101 CTCACTCCAT CTTTGGTCTT TGCTGAACAC TCCATGTACC CAAAAGCGCC 150 
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160 


170 


180 


190 


200 




U5L5 


151 


AATCCTGTTT 


-GCCATATCT 


CTGCCTTCTT 


CAGGTTTCAC 


CGGCTCCTGC 


200 


U5L5(01) 


151 


AATCCTGTTT TGCCATATCT 


CTGCCTTCTT 


CAGGTTTCAC 


CGGCTCCTGC 


200 


U5L5(02) 


151 


AATCCTGTTT 


-GCCATATCT 


CTGCCTTCTT 


CAGGTTTCAC 


CGGCTCCTGC 


200 


U5L5(03) 

www \ \JV / 


151 


AATCCTGTTT 


-GCCATATCT 


CTGCCTTCTT 


CAGGTTTCAC 


CGGCTCCTGC 


200 


U5L5(05) 


151 


AATCCTGTTT 


-GCCATATCT 


CTGCCTTCTT 


CAGGTTTCAC 


CGGCTCCTGC 


200 




151 


AATCCTGTTT 


-GCCATATCT 


CTGCCTTCTT 


CAGGTTTCAC 


CGGCTCCTGC 


200 


\JOLt\J \ \J f / 


151 


AATCCTGTTT 


-GCCATATCT 


CTGCCTTCTT 


CAGGTTTCAC 


CGGCTCCTGC 


200 


UUIjU \ Uo } 




AATCCTGTTT 


-GCCATATCT 


PTfirnTTPTT 




CGGCTCCTGC 


200 


UuLiu \ Us / 


lux 


AATCCTGTTT 


-GCCATATCT 


1/ i UV/O 1 1 Lr 1 1 


PARRTTTPAP 


CGGCTCCTGC 


200 


U5L5(10) 


151 


AATCCTGTTT 


-GCCATATCT 


CTGCCTTCTT 


CAGGTTTCAC 


CGGCTCCTGC 


200 


U5L5<11) 


151 


AATCCTGTTT 


-GCCATATCT 


CTGCCTTCTT 


CAGGTTTCAC 


CGGCTCCTGC 


200 


U5L5(12) 


151 


AATCCTGTTT 


-GCCATATCT 


CTGCCTTCTT 


CAGGTTTCAC 


CGGCTCCTGC 


200 


U5L5(13)* 


151 


AATCCTGTTT 


-GCCATATCT 


CTGCCTTCTT 


CAGGTTTCAC 


CGGCTCCTGC 


200 


U5L5(15) 


151 


AATCCTGTTT 


-GCCATATCT 


CTGCCTTCTT 


CAGGTTTCAC 


CGGCTCCTGC 


200 


U5L5(16) 


151 


AATCCTGTTT 


-GCCATATCT 


CTGCCTTCTT 


CAGGTTTTAC 


CGGCTCCTGC 


200 


U5L5(17) 


151 


AATCCTGTTT 


-GCCATATCT 


CTGCCTTCTT 


CAGGTTTCAC 


CGGCTCCTGC 


200 


U5L5(18) 


151 


AATCCTGTTT 


-GCCATATCT 


CTGCCTTCTT 


CAGGTTTCAC 


CGGCTCCTGC 


200 


U5L5<19) 


151 


AATCCTGTTT 


-GCCATATCT 


CTGCCTTCTT 


CAGGTTTCAC 


CGGCTCCTGC 


200 


U5L5(21) 


151 


AATCCTGTTT 


-GCCATATCT 


CTGCCTTTTT 


CAGGTTTCAC 


CGGCTCCTGC 


200 


U5L5(23) 


151 


AATCCTGTTT 


-GCCATATCT 


CTGCCTTCTT 


CAGGTTTCAC 


CGGCTCCTGC 


200 
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0 1 A 
^ lU 


OOA 


0 OA 










OA 1 


TTA A T* ATT PP 

1 ItAltl luu 


ATA P ATA A A 

-CTAGCTCCC 


AAATTATPTP 

but 1 lul brU 


ATA ATA ATTP 


LbAAbAl ttl 


O CA 

250 




OA 1 

201 


TTPATPTTPP 

TTCATCTTuG 


ATA PATAAA 

-CTAGCTCCC 


AAATTATPTA 

uCCilul Gib 


PTP A TP A TTP 
LiCAl tAi 1 t 


AA A k A ATAAT 

CbAAbAl ttl 


OCA 


flCT C / AO ^ 


OA 1 


TTA ATATTPP 


ATA PPTAPA 

-CrAuCiLLt 


AAATTATPTP 

btt liblbib 


PTA ATA ATTP 
LitAi LAI 1 t 


A A A A A ATA AT 

CbAAbAlCtl 


O CP 

250 


U5L5(03; 


201 


TTCATCTTuG 


-CTAGCTCCC 


PPPTTPTPTP 

GCCTTGTGTG 


PTP A TP A TTP 

CTCATCAITC 


nf* k AAATPPT 

CuAAGATCCT 


250 


U5L5(05) 


201 


TTCATCTTuG 


-CTAGCTCCC 


/^/IPTTPTPTP 

GCCTTGTGTG 


PTP ATP A TTP 

CTCATCATTC 


PP A AAATPPT 

CGAAGAICCT 


250 


new e i t\n \ 

u5L5(06) 


201 


TTCATCTTGG 


-CTAGCTCCC 


/ip/ini>PPTPTP 

GCCTTGTGTG 


PTP ATP A TT P 

CTCATCATTC 


PP 1 IPITPPT 

CGAAGATCCT 


250 


U5L5{07) 


201 


TTCATCTTGG 


-CTAGCTCCC 


GCCTTGTGTG 


CTCATCATTC 


fyf* k iPiTP/iT 

CGAAGATCCT 


250 


U5L5(08) 


201 


TTCATCTTGG 


-CTAGCTCCC 


n #1 ^ mm n m m r* 

GCCTTGTGTG 


/im/t im/i Amm/1 

CTCATCATTC 


CGAAGATCCT 


250 


U5L5(09) 


201 


TTCATCTTGG 


-CTAGCTCCC 


GCCTTGTGTG 


CTCATCATTC 


CGAAGATCCT 


250 


U5L5( 10) 


201 


TTCATCTTGG 


-CTAGCTCCC 


GCCTTGTGTG 


CTCATCATTC 


CGAAGATCCT 


250 


U5L5(11) 


201 


TTCATCTTGG 


-CTAGCTCCC 


GCCTTGTGTG 


CTCATCATTC 


CGAAGATCCT 


250 


U5L5(12) 


201 


TTCATCTTGG 


-CTAGCTCCC 


GCCTTGTGTG 


CTCATCATTC 


CGAAGATCCT 


250 


U5L5(13)* 


201 


TTCATCTTGG 


-CTAGCTCCC 


GCCTTGTGTG 


CTCATCATTC 


CGAAGATCCT 


250 


U5L5(15) 


201 


TTCATCTCGG 


-CTAGCTCCC 


GCCTTGTGTG 


CTCATCATTC 


CGAAGATCCT 


250 


U5L5(16) 


201 


TTCATCTTGG 


-CTAGCTCCC 


GCCTTGTGTG 


CTCATCATTC 


CGAAGATCCT 


250 


U5L5(17) 


201 


TTCATCTTGG 


-CTAGCTCCC 


GCCTTGTGTG 


CTCATCATTC 


CGAAGATCCT 


250 


U5L5(18) 


201 


CTCATCTTGG 


-CTAGCTCCC 


GCCTTGTGTG 


CTCATCATTC 


CGAAGATCCT 


250 


U5L5(19) 


201 


TTCATCTTGG 


-CTAGCTCCC 


GCCTTGTGTG 


CTCATCATTC 


CGAAGATCCT 


250 


U5L5(21) 


201 


TTCATCTTGG 


-CTAGCTCCC 


GCCTTGTGTG 


CTCATCATTC 


CGAAGATCCT 


250 


U5L5(23) 


201 


TTCATCTTGG 


ACTAGCTCCC 


GCCTTGTGTG 


CTCATCATTC 


CGAAGATCCT 


250 
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U5L5 


251 


TCTTATTCCC AACCCGGATG 


U5L5(01 ) 


251 


TCTTATTCCC AACCCGGATG 


U5L5(02) 


251 


TCTTATTCCC AACCCGGATG 


U5L5(03) 


251 


TCTTATTCCC AACCCGGATG 


U5L5(05) 


251 


TCTTATTCCC AACCCGGATG 


U5L5(06) 


251 


TCTTATTCCC AACCCGGATG 


U5L5(07) 


251 


TCTTATTCCC AACCCGGATG 


U5L5(08) 


251 


TCTTATTCCC AACCCGGATG 


U5L5(09) 


251 


TCTTATTCCC AACCCGGATG 




CD 1 


TCTTATTCCC AACCCGGATG 


U5L5(11) 


251 


TCTTATTCCC AACCCGGATG 


U5L5(12) 


251 


TCTTATTCCC AACCCGGATG 


U5L5(13)* 


251 


TCTTATTCCC AACCCGGATG 


U5L5{15) 


251 


TCTTATTCCC AACCCGGATG 


U5L5{16) 


251 


TCTTATTCCC AACCCGGATG 


U5L5(17) 


251 


TCTTATTCCC AACCCGGATG 


U5L5(18) 


251 


TCTTATTCCC AACCCGGATG 


U5L5(]9) 


251 


TCTTATTCCC AACCCGGATG 


U5L5(21) 


251 


TCTTATTCCC AACCCGGATG 


U5L5(23) 


251 


TCTTATTCCC AACCCGGATG 
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280 


290 


300 




ATGG6CACGT TGGGACAGAA 


ATGCTTGACT 


300 


ATGGGCACGT 


TGGGACAGAA 


ATGCTTGACT 


300 


ATGGGCACGT TGGGACAGAA 


ATGCTTGACT 


300 


GTGGGCACGT 


TGGGACAGAA 


ATGCTTGACT 


300 


ATGGGCACGT 


TGGGACAGAA 


ATGCTTGACT 


300 


ATGGGCACGT 


TGGGACAGAA 


ATGCTTGACT 


300 


ATGGGCACGT 


TGGGACAGAA 


ATGCTTGACT 


300 


ATGGGCACGT 


TGGGACAGAA 


ATGCTTGACT 


300 


ATGGGCACGT 


TGGGACAGAA 


ATGCTTGACT 


300 


ATGGGCACGT 


TGGGACAGAA 


ATGCTTGACT 


300 


ATGGGCACGT 


TGGGACAGAA 


ATGCTTGACT 


300 


ATGGGCACGT 


TGGGACAGAA 


ATGCTTGACT 


300 


ATGGGCACGT 


TGGGACAGAA 


ATGCTTGACT 


300 


ATAGGCACGT 


TGGGACAGAA 


ATGCTTGACT 


300 


ATGGGCACGT TGGGACAGAA 


ATGCTTGACT 


300 


ATGGGCACGT 


TGGGACAGAA 


ATGCTTGACT 


300 


ATGGGCACGT 


TGGGACAGAA 


ATGCTTGACT 


300 


ATGGGCACGT 


TGGGACAGAA 


ATGCTTGACT 


300 


ATGGGCACGT 


TGGGACAGAA 


ATGCTTGACT 


300 


GTGGGCACGT 


TGGGACAGAA 


ATGCTTGACT 


300 
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310 


320 


330 


340 


350 




UvUu 


1 


1 O 1 UUUU 1 KiKt 


APTTTTPTfiR 


RATRTTTTPT 

u A lUi 11 lul 


AAAfTATPAG 

Afulu 1 A i i/AU 


GGCTGTCGAT 


OuU 




OU 1 


1 1/ 1 UUUU I 


APTTTTPTfiR 

/IV/ 1 t X 1 Lr i UU 


RATRTTTTPT 

Uil lUlll \ 


AAAfTATPAG 

AAAi/ i A 1 \/AU 


GGCTGTPfiAT 

UUV/ 1 Ul \/UAl 




iisr s^o? \ 


OW i 


1 i/ 1 UUUU 1 


APTTTTPTfiR 

n\t i I I 1 W 1 UU 


RATRTTTTPT 

UA lUill lV/1 


AAAPTATCAG 

AAALr 1 A 1 \/AU 


GRCTGTCGAT 

UUv A U 1 i/U A 1 


«i«iU 


ii«5r 'i/n^^ 

UuLiU \ UO / 




i U 1 UUuUl l/U 


APTTTTPTfiR 


RATRTTTTPT 
UaI U 1 i 1 1 L 1 


AAAPTATPAR 

AAAl/ 1 A 1 1/ AU 


RRPTRTPRAT 

UUl/ 1 U 1 l/U A V 


OuU 






1 l/i UUUUi L/V 


APTTTTPTRR 

Al/ 1 i 1 1 Lr i UU 


RATRTTTTPT 

UAI U i i i 1 v 1 


AAAPTATPAR 

A AaV/ 1 a 1 i/ AU 


RRPTRTPRAT 

UUU 1 U 1 \/U A i 




UOLO vUD y 


OUl 


1 l/l uuUul LI/ 


A PTTTTPTRR 
AL 1 1 1 1 L 1 UU 


RATRTTTTPT 
UAI Ul X 1 1 LI 


AAAPTATPAR 
AAAL 1 A 1 LAU 


RRPTRTPRAT 
UUL 1 U 1 LUAI 




UuLu V w i / 


JU J 


1 vl UUUUl LI/ 


APTTTTPTRR 
AL 1 1 1 1 L 1 UU 


RATRTTTTPT 
UA J U 1 i 1 1 L 1 


AAAPTATPAR 
AAAL 1 A 1 LAU 


RRPTRTPRAT 

UULr 1 U 1 l/UAl 


Tin 


UOLDK Uo } 


OU J 


1 L 1 uuulil 1/1/ 


APTTTTPTRR 
AL 1 1 1 1 L 1 UU 


n A T fiTTTT PT 

u A JulillLl 


A A APT ATP AR 
AAALI Ai LAU 


RRPTRTPRAT 
UUL 1 U 1 LUAI 


Tin 


riAT R / no N 
UOLD^U? } 


oUi 


ILluuiiui LL 


A PTTTTPTRR 

ALi 1 1 1 Liuu 


/! A TfiTTTTPT 
uAi ul 1 I i Li 


A A APT ATP AR 
AAALI Ai LAU 


RRPTRTPRAT 
UuLi UiLUAl 


oou 




oUi 


1 1 iuuuiilLU 


ALi 1 1 ILluu 


P A TPTTTTPT 

uA iuiiiiLl 


A A APT ATP AR 

AAALI Ai LAU 


RRPTRTPR AT 
uUL iUi LuAl 


oou 


U5L5( Jl } 


301 


TCTGGGGTCC 


ACTTTTCTGG 


GATGTTTTCT 


AAACTATCAG 


GGCTGTCGAT 


350 


U5L5(12) 


301 


TCTGGGGTCC 


ACTTTTCTGG 


GATGTTTTCT 


AAACTATCAG 


GGCTGTCGAT 


350 


U5L5(13)* 


301 


TCTGGGGTCC 


ACTTTTCTGG 


GATGTTTTCT 


AAACTATCAG 


GGCTGTCGAT 


350 


U5L5(15) 


301 


TCTGGGGTCC 


ACTTTTCTGG 


GATGTTTTCT 


AAACTATCAG 


GGCTGTCGAT 


350 


U5L5(16) 


301 


TCTGGGGTCC 


ACTTTTCTGG 


GATGTTTTCT 


AAACTATCAG 


GGCTGTCGAT 


350 


U5L5(17) 


301 


TCTGGGGTCC 


ACTTTTCTGG 


GATGTTTTCT 


AAACTATCAG 


GGCTGTCGAT 


350 


U5L5(18) 


301 


TCTGGGGTCC 


ACTTTTCTGG 


GATGTTTTCT 


AAACTATCAG 


GGCTGTCGAT 


350 


U5L5(19) 


301 


TCTGGGGTCC 


ACTTTTCTGG 


GATGTTTTCT 


AAACTATCAG 


GGCTGTCGAT 


350 


U5L5(21) 


301 


TCTGGGGTCC 


ACTTTTCTGG 


GATGTTTTCT 


AAACTATCGG 


GGCTGTCGAT 


350 


U5L5(23) 


301 


TCTGGGGTCC 


ACTTTTCTGG 


GATGTTTTCT 


AAACTATCAG 


GGCTGTCGAT 


350 
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OCA 

360 


370 


o on 
OoU 




^UU 




U5L5 


351 


GGAAAAACAC 


ATCAGTATAA 


CATCGGTATC 


TGGGTAGGAG 


AuuUulUl tA 


400 


U5L5(01 ) 


351 


GGAAAAACAC 


ATCAGTATAA 


CATCGGTATC 


TGGGTAGGAG 


AGGuGCCrCA 


A AA 

400 


U5L5(02) 


351 


nf%kk k k k n k ty 

GGAAAAACAC 


AfimAomAfnA a 

ATCAGTATAA 


CATCGGTATC 


TGGGTAGGAG 


AuuuuttlUA 


A A A 

400 


U5L5(03) 


351 


GGAAAAACAC 


ATCAGTATAA 


CATCGGTATC 


TGGGTAGGAG 


AGGGGCCTCA 


400 


U5L5(05) 


351 


GGAAAAACAC 


ATCAGTATAA 


CATCGGTATC 


TGGGTAGGAG 


AGGGGCCTCA 


400 


U5L5(06) 


351 


GGAAAAACAC 


A m ^ A >ifn A m a a 

ATCAGTATAA 


O A fit yi rn A mm 

CATCGGTATC 


TGGGTAGGAG 


AGGGGCCTCA 


400 


U5L5(07) 


351 


GGAAAAACAC 


ATCAGTATAA 


CATCGGTATC 


TGGGTAGGAG 


AGGGGCCTCA 


400 


U5L5(08) 


351 


GGAAAAACAC 


ATCAGTATAA 


CATCGGTATC 


TGGGTAGGAG 


AGGGGCCTCA 


400 


U5L5(09) 


351 


GGAAAAACAC 


ATCAGTATAA 


CATCGGTATC 


TGGGTAGGAG 


AGGGGCCTCA 


400 


U5L5(iO) 


351 


GGAAAAACAC 


ATCAGTATAA 


CATCGGTATC 


TGGGTAGGAG 


AGGGGCCTCA 


400 


U5L5{11) 


351 


GGAAAAACAC 


ATCAGTATAA 


CATCGGTATC 


TGGGTAGGAG 


AGGGGCCTCA 


400 


U5L5(12) 


351 


GGAAAAACAC 


ATCAGTATAA 


CATCGGTATC 


TGGGTAGGAG 


AGGGGCCTCA 


400 


U5L5(13)* 


351 


GGAAAAACAC 


ATCAGTATAA 


CATCGGTATC 


TGGGTAGGAG 


AGGGGCCTCA 


400 


U5L5(15) 


351 


GGAAAAACAC 


ATCAGTATAA 


CATCGGTATC 


TGGGTAGGAG 


AGGGGCCTCA 


400 


U5L5(16) 


351 


GGAAAAACAC 


ATCAGTATAA 


CATCGGTATC 


TGGGTAGGAG 


AGGGGCCTCA 


400 


U5L5(17) 


351 


GGAAAAACAC 


ATCAGTATAA 


CATCGGTATC 


TGGGTAGGAG 


AGGGGCCTCA 


400 


U5L5(18) 


351 


GGAAAAACAC 


ATCAGTATAA 


CATCGGTATC 


TGGGTAGGAG 


AGGGGCCTCA 


400 


U5L5(19) 


351 


GGAAAAACAC 


ATCAGTATAA 


CATCGGTATC 


TGGGTAGGAG 


AGGGGCCTCA 


400 


U5L5(21) 


351 


GGAAAAACAC 


ATCAGTATAA 


CATCGGTATC 


TGGGTAGGAG 


AGGGGCCTCA 


400 


U5L5(23) 


351 


GGAAAAACAC 


ATCAGTATAA 


CATCGGTATC 


TGGGTAGGAG 


AGGGGCCTCA 


400 
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410 


420 


430 


440 


450 




U5L5 


401 


GGCGATCATA 


ATCTTCC-TG 


CCCAGCTGTG 


TCCCACAAAG 


CCAACTCTAC 


450 


U5L5(01) 


401 


GGCGATCATA 


ATCTTCC-TG 


CCCAGCTGTG 


TCCCACAAAG 


CCAACTCTAC 


450 


U5L5(02) 


401 


GGCGATCATA 


ATCTTCC-TG 


CCCAGCTGTG 


TCCCACAAAG 


CCAACTCTAC 


450 


U5L5(03) 


401 


GGCGATCATA 


ATCTTCC-TG 


CCCAGCTGTG 


TCCCACAAAG 


CCAACTCTAC 


450 


U5L5(05) 


401 


GGCGATCATA 


ATCTTCC-TG 


CCCAGCTGTG 


TCCCACAAAG 


CCAACTCTAC 


450 


U5L5(06) 


401 


GGCGATCATA 


ATCTTCC-TG 


CCCAGCTGTG 


TCCCACAAAG 


CCAACTCTAC 


450 


U5L5(07) 


401 


GGCGATCATA 


ATCTTCC-TG 


CCCAGCTGTG 


TCCCACAAAG 


CCAACTCTAC 


450 


U5L5(08) 


401 


GGCGATCATA 


ATCTTCC-TG 


CCCAGCTGTG 


TCCCACAAAG 


CCAACTCTAC 


450 


U5L5(09) 


401 


GGCGATCATA 


ATCTTCC-TG 


CCCAGCTGTG 


TCCCACAAAG 


CCAACTCTAC 


450 


U5L5(10) 


401 


GGCGATCATA 


ATCTTCC-TG 


CCCAGCTGTG 


TCCCACAAAG 


CCAACTCTAC 


450 


U5L5(11) 


401 


GGCGATCATA 


ATCTTCC-TG 


CCCAGCTGTG 


TCCCACAAAG 


CCAACTCTAC 


450 




401- 


GGGGATC-A'CA 




GGCAGGTGTG 


-TGGGAGAAAG= 


GGAACTCTAC™ 


450^ 


U5L5{13)* 


401 


GGCGATCATA 


ATCTTCC-TG 


CCCAGCTGTG 


TCCCACAAAG 


CCAACTCTAC 


450 


U5L5(15) 


401 


GGCGATCATA 


ATCTTCC-TG 


CCCAGCTGTG 


TCCCACAAAG 


CCAACTCTAC 


450 


U5L5(16) 


401 


GGCGATCATA 


ATCTTCC-TG 


CCCAGCTGTG TCCCACAAAG 


CCAACTCTAC 


450 


U5L5(17) 


401 


GGCGATCATA 


ATCTTCC-TG 


CCCAGCTGTG 


TCCCACAAAG 


CCAACTCTAC 


450 


U5L5(18) 


401 


GGCGATCATA 


ATCTTCC-TG 


CCCAGCTGTG 


TCCCACAAAG 


CCAACTCTAC 


450 


U5L5(19) 


401 


GGCGATCATA 


ATCTTCC-TG 


CCCAGCTGTG 


TCCCACAAAG 


CCAACTCTAC 


450 


U5L5(21) 


401 


GGCGATCATA 


ATCTTCC-TG 


CCCAGCTGTG 


TCCCACAAAG 


CCAACTCTAC 


450 


U5L5(23) 


401 


GGCGATCATA 


ATCTTCCATG 


CCCAGCTGTG 


TCCCACAAAG 


CCAACTCTAC 


450 
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460 


470 


480 


490 


500 




U5L5 


451 


CTGCTTTCCA 


TCCACCTCGA 


TATCTGCCAC 


ATAGTTCTCA 


AACACTGTGG 


500 


U5L5(01 ) 


451 


CTGCTTTCCA 


TCCACCTCGA 

* v\>4^WV 4 w\J14 


TATCTGCCAC 


ATAGTTCTCA 

• 4 4 44vl 4 4 \/ 4 V44 


AACACTGTGG 


500 


[J5L5(02) 


451 


CTGCTTTCCA 


TCCACCTCGA 

E wvAlvW 4 vv«4 


TATCTGCCAC 


ATAGTTCTCA 

41 4 «4v 4 4^4 ^JTL 


AACACTGTGG 


500 




451 


CTGCTTTCCA 

wlUwI I Iw wn 


TCCACCTCGA 

1 1/ v/iww & wun 


TATCTGCCAC 


ATAGTTTTCA 

n 1 nu X I 1 1 w/i 


AACACTGTGG 


500 


U5L5(05) 


451 


CTGCTTTCCA 


TCCACCTCGA 

A \/WJlV/W t wMla 


TATCTGCCAC 


ATAGTTCTCA 

44 4 I4U 4 4 w 4 WXl 


AACACTGTGG 


500 


U5L5(06) 


451 


CTGCTTTCCA 

wiUwl 1 Aw w/l 


TCCACCTCGA 


TATCTGCCAC 

1 n i w 1 U w wnw 


ATAGTTCTCA 


AACACTGTGG 


500 

w W 


U5L5f07) 


451 


CTGCTTTCCA 

w 1 Uw lit w wn 


TCCACCTCGA 


TATCTGCCAC 


ATAGTTCTCA 


AACACTGTGG 

XLX4 \J A\ \J 4 \M 4 xJ \M 


500 


UtlLi^ V VO ) 




PTRPTTTfPA 


TPPArrTfRA 

i l/l/Al/k/ i l/UA 


i Ai 1/ 1 Ul/^A\^ 


ATARTTPTPA 

AiAUl lUi tiA 


AAPAPTfiTRR 

AALr A V 1 U i U U 






1 


Ul ill LLA 


ILCALolLuA 


TATPTPPP AP 
1 Al UluLl/AL 


ATAPTTPTPA 
Al Aul ILILA 


A AP APTflTRR 
AALALi ui Uu 


ouu 


U5L5(10) 


451 


CTGCTTTCCA 


TCCACCTCGA 


TATCTGCCAC 


ATAGTTCTCA 


AACACTGTGG 


500 


U5L5(11) 


451 


CTGCTTTCCA 


TCCACCTCGA 


TATCTGCCAC 


ATAGTTCTCA 


AACACTGTGG 


500 


U5L5(12) 


451 


CTGCTTTCCA 


TCCACCTCGA 


TATCTGCCAC 


ATAGTTCTCA 


AACACTGTGG 


500 


U5L5(13)* 


451 


CTGCTTTCCA 


TCCACCTCGA 


TATCTGCCAC 


ATAGTTCTCA 


AACACTGTGG 


500 


U5L5(15) 


451 


CTGCTTTCCA 


TCCACCTCGA 


TATCTGCCAC 


ATAGTTCTCA 


AACACTGTGG 


500 


U5L5(16) 


451 


CTGCTTTCCA 


TCCACCTCGA 


TATTTGCCAC 


ATAGTTCTCA 


AACACTGTGG 


500 


U5L5(17) 


451 


CTGCTTTCCA 


TCCACCTCGA 


TATCTGCCAC 


ATAGTTCTCA 


AACACTGTGG 


500 


U5L5(18) 


451 


CTGCTTTCCA 


TCCACCTCGA 


TATCTGCCAC 


ATAGTTCTCA 


AACACTGTGG 


500 


U5L5(19) 


451 


CTGCTTTCCA 


TCCACCTCGA 


TATCTGCCAC 


ATAGTTCTCA 


AACACTGTGG 


500 


U5L5(21) 


451 


CTGCTTTCCA 


TCCACCTCGA 


TATCTGCCAC 


ATAGTTCTCA 


AACACTGTGG 


500 


U5L5(23) 


451 


CTGCTTTCCA 


TCCACCTCGA 


TATCTGCCAC 


ATAGTTTTCA 


AACACTGTGG 


500 
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520 


530 


540 


550 






OUi 




CTCTGGGAAC TGGTCCTTGC 


TRAARAPTAT 


TAATARRPAT 


vruU 






nPAPATAPAr 


CTCTGG6AAC 


TGGTCCTTGC 


TRAARAPTAT 

1 UAAU AV/ i A 1 


TAATAGGCAT 


V vU 


iicT c / no ^ 
UuLO \ \)6 } 




fSrAPATAr AT 
UvAWf A 1 Au Al/ 


PTPTRGGAAP 


TRGTPPTTGC 

1 UU i V V 1 1 UV 


TRAARAPTAT 

lUAAUAi/lAl 


TARTARRPAT 

1 AU 1 AUUVf AI 




IICT e / ^ 
UOLO \ Uu ^ 




RPAP ATAP AT 


PTPTRRRAAP 


TRRTPPTTRP 

1 UU 1 vv 1 1 


TRAARAPTAT 

1 U AAUAU i A i 


TAATARRPAT 

1 AA 1 AUUV/Ai 




■icf c / nc \ 
UOLOlUD ^ 


cni 
OUi 


(IP kO ATAP AP 


PTPTRRRAAP 


TRRTPPTTRP 


TRAARAPTAT 
1 uAAuAuX Ai 


TAATARRPAT 

1 AAl AUUUAi 


oou 




OUI 


AP ATAP AP 


PTPTRRRAAP 


TRRTPPTTRP 

1 UU 1 l/U 1 i UU 


TRAARAPTAT 
i uAAuAL i Ai 


TAATARRPAT 
1 AAl AUULf Ai 


oou 




OUI 


PP AP ATAP AP 
ui/ALAi ALAL 


PTPTRRRAAP 

V/ 1 1/ 1 UU U AAL* 


TRRTPPTTRP 

i UUI LfU 1 X M\j 


TRAARAPTAT 
1 uAAuALt 1 Ai 


TAATARRPAT 

lAAl AUUV/Ai 


utJU 




C A 1 

oUl 


PP AP AT kc kr 


PTPTPPP A AP 

LlUiuuuAAL 


TnnTPPTTfiP 
iuu 1 ULl 1 uL 


Tn A An APTAT 
1 uAAuALi Ai 


TAATARRPAT 
iAAi AuuLAi 


oou 


IICT e / Aft \ 


C A 1 

501 


PP AP ATAP A P 

uCACATALAL 


PTPTPPP A AP 

LiLluuuAAL 


TPPTPPTTPP 
iuu I l/Ul 1 uL 


TP A A P APTAT 
i uAAuAt 1 Ai 


T A AT ARRP AT 
1 AAl Auul/Ai 


oou 


IICT c / 1 n \ 

tJ5L5( 10) 


C A 1 

501 


GCACAIACAC 


CTCTGGGAAC 


TGGTCCTTGC 


•PfA AP APTAT 

luAAUAt 1 Ai 


T A AT AflflP AT 

iAAlAuul/Ai 


i;i;n 
oou 


U5L5(11} 


501 


GCACATACAC 


CTCTGGGAAC 


TGGTCCTTGC 


^Pr* A A A A n*v AT 

TuAAGAClAl 


T A AT APPP AT 

TAAlAuul/Ai 


c cn 
OOU 


U5L5(12) 


501 


GCACATACAC 


CTCTGGGAAC 


TGGTCCTTGC 


TGAAGACTAT 


TANTAGGCAT 


550 


U5L5(13)* 


501 


GCACATACAC 


CTCTGGGAAC 


TGGTCCTTGC 


TGAAGACTAT 


TAATAGGCAT 


550 


U5L5(15) 


501 


GCACATACAC 


CTCTGGGAAC 


TGGTCCTTGC 


TGAAGACTAT 


TAATAGGCAT 


550 


U5L5(16) 


501 


GCACATACAC 


CTCTGGGAAC 


TGGTCCTTGC 


TGAAGACTAT 


TAATAGGCAT 


550 


U5L5(17) 


501 


GCACATACAC 


CTCTGGGAAC 


TGGTCCTTGC 


TGAAGACTAT 


TAATAGGCAT 


550 


DSL5(18) 


501 


GCACATACAC 


CTCTGGGAAC 


TGGTCCTTGC 


TGAAGACTAT 


TAATAGGCAT 


550 


U5L5(19) 


501 


GCACATACAC 


CTCTGGGAAC 


TGGTCCTTGC 


TGAAGACTAT 


TAATAGGCAT 


550 


05L5(21) 


501 


GCACATACAC 


CTCTGGGAAC 


TGGTCCTTGC 


TGAAGACTAT 


TAATAGGCAT 


550 


U5L5(23) 


501 


GCACATACAC 


CTCTGGGAAC 


TGGTCCTTGC 


TGAAGACTAT 


TAATAGGCAT 


550 



[0129] 
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4f 2 000 — 229284 



[^4 1] 



S4 1 

560 570 580 590 600 

U5L5 551 GTCTTTCCAC AGGCTACATC ACCAACAATC ACCAGTTTCT TCCGGTTCAG 600 

U5L5(01) 551 GTCTTTCCAC AGGCTACATC ACCAACAATC ACCAGTTTCT TCCGGTTCAG 600 

U5L5(02) 551 GTCTTTCCAC AGGCTACATC ACCAACAATC ACCAGTTTCT TCCGGTTCAG 600 

U5L5(03) 551 GTCTTTCCAC AGGCTACATC ACCAACAATC ACCAGTTTCT TCCGGTTCAG 600 

U5L5(05) 551 GTCTTTCCAC AGGCTACATC ACCAACAATC ACCAGTTTCT TCCGGTTCAG 600 

U5L5(06) 551 GTCTTTCCAC AGGCTACATC ACCAACAATC ACCAGTTTCT TCCGGTTCAG 600 

05L5(07) 551 GTCTT-CCAC AGGCTACATC ACCAACAATC ACCAGTT 600 

U5L5(08) 551 GTCTTTCCAC AGGCTACATC ACCAACAATC ACCAGTTTCT TCCGGTTCAG 600 

U5L5(09) 551 GTCTTTCCAC AGGCTACATC ACCAACAATC ACCAGTTTCT TCCGGTTCAG 600 

U5L5(10) 551 GTCTTTCCAC AGGCTACATC ACCAACAATT ACCAGTTTCT TCCGGTTCAG 600 

U5L5(11) 551 GTCTTTCCAC AGGCTACATC A 600 

U5L5(12) 551 GTCTTTCCAC AGGCTACATC ACCAACAATC ACCAGTTTCT TCCGGTTCAG 600 

U5L5(13)* 551 GTCTTTCCAC AGGCTACATC ACCAACAATC ACCAGTTTCT TCCGGTTCAG 600 

U5L5(15) 551 GTCTTTCCAC AGGC 600 

U5L5(16) 551 GTCTTTCCAC AGGCTACATC ACCAACAATC ACCAGTT 600 

U5L5(17) 551 GTCTTTCCAC AGGCTACATC ACCAACAATC ACCAGTTTCT TCCGG 600 

U5L5(18) 551 GTCTTTCCAC AGGCTACA 600 

U5L5(19) 551 GTCTTTCCAC AGGCTACATC ACCAACAATC ACCAGTTTCT TC 600 

U5L5(21) 551 GTCTTTCCAC AGGCTACATC ACCAACAATC ACCAGTTTCT TCCGGTTCAG 600 

U5L5(23) 551 GTCTTTCCAC AGGCTACATC ACCAACAATC ACCAGTTTCT TCCGGTTCAG 600 

[0 13 0] 
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[*4 2] 

m4 2 

610 620 630 640 650 

U5L5 601 GTCCTCCTCG GAGATCAGCT TCTGCT-CCA TGGG 650 

05L5(01) 601 GTCCTCCTTG GAGATCAGCT TCTGCT-CCA TGGG 650 

U5L5(02) 601 GTC 650 

U5L5(03) 601 GTCCTCCTCG GAGATCAGCT TCTGCTTCCA TGGG 650 

U5L5(05) 601 GTCCT 650 

U5L5(06) 601 GTCCTCCT- 650 

05L5(07) 601 650 

U5L5(08) 601 GT 650 

U5L5(09) 601 GTCCTCCTCG GAGATCAGCT TCTGCT-CCA TGGG 650 

U5L5(10) 601 GTCCTCCTCG GAGATCAGCT TC 650 

U5L5{11) 601 650 

U5L5(12) 601 GTCCTCCTCG GAGATCAGCT TCTGCT-CCA TGGG 650 

D5L5(13)* 601 GTCCTCCTCG GAGATCAGCT TCTGCT-CCA TGGG 650 

U5L5(15) 601 650 

U5L5(16) 601 650 

U5L5(17) 601 650 

U5L5(18) 601 650 

U5L5(19) 601 650 

U5L5(21) 601 GTCCTCCTCG GAGATCAGCT TCTGCT-CCA TGGG 650 

U5L5(23) 601 GTCCTCCTCG GAGATCAGCT TCTGCTTCCA TGGG 650 

[0131] 

immm 2 ] 

13 — 20 izB-t^mm^i^'tn^nm-t^. -^-^ 1 0 4m.m(D>tv dr-r 

-la, lb, 2a, 2b, 3a, 3b, AsiJ^mh^^^Lf^^ Ztl^CD^tVzi'r-fit^tl^ 
tl, 1112 ®#|^{C5tf Aal, Aa2, Abl, Ab2, Bal, Ba2, BhlBcZJ^Bh2izm^-t ^ o 
[0 13 2] 

4:/^(D^=L~:fizrmm4: 3 izm-tm^<DBLjz^m^^ti^nmmv (Tubei-~T 

ube4) , 9 4 r-C 1 :$}'gV^7^:^, 9 4 °C 3 0 #^t>* 6 8 1C T' 3 0 ^(Z)-^'^ ;b 

[0133] 
[^4 3] 

^4 3 RjZsmmm tii) 



2001-3035075 



ift2000 — 229284 





Tube 1 


Tube2 


Tubes 


Tube4 


lOXpyrobest PCRRmUmW. 


10 


10 


10 


10 


2.5 mM dNTP^ ^7.^^- 


2 


2 


2 


2 


:/^-fV— a 10 pmol/ yti 1 


4(la) 


l(2a) 


4 (3a) 


l(4a) 


T/^'fv'— b 10pmol//il 


Ulb) 


4 (2b) 


l(3b) 


4 (4b) 


pyrobest DNA4<Up^^-if 5 unit//il 


0.5 


0.5 


0.5 


0.5 




82.5 


82.5 


82.5 


82.5 


ft 


100 


100 


100 


100 



[0134] 

HiSIlT^. Tubelj;U80>cil, Tube2i; U 20 1^ U , iTbV^^rL- ^^T'ig-a-L 
fc (Tubes) „ IsI^jC, Tube3j: y 20/i K Tube4 J: U 80 IIK U , ilfbV^^Il->^ 
T'^i-^bfc (Tubes) . Tube55:t>*Tube6?:_htB®;K^S;^#T'>5Ji5$i±^c 
PiT' 3 2 6 b p (Z)»T>^7b^-^^$tlSo 
[0 13 5] 

JsL^^mi^. Tube5J:U50/iU Tube6 J: U 50 )ti 1^ U , tf LVn^^l- ^rx-M-^-L 
(Tube?) „ Tube7&±fH®M/^^^f4^1?;SfS$i^fec ^ tllC J: U i 6^0) 6 12b 

[0 13 6] 

■8-2 l^t>'2 2 {C^t-i^aB2^J^^tl^tl^-r^20mer(Z)>*-U rfv- L 
0 i<Z):ti; rfv-$:^^-f V- (Upper^t>*Lower) LTMV^, TS3*4 4 IC^ 

(Tubes) . 9 B-CT' l^gV^fe^, 9 8°CT' 
3 0#^t>*6 8X:T'9 0#^®-9--f ^;1/S:3 0 P C R^SfS o fee 

[0 13 7] 

[^4T] ~ ^ ^ ^ ~ — = ^ = ^ , 

^4 4 K^mMm. (#^: /tl) 
10 X pyrobest PCRS^S^IKM 10 
Tube7;SjS^% 4 
2.5 mM dNTP^ 2 

5 4 aJi£E#2 0 0 1 - 3 0 3 5 0 7 5 



#2 000 — 229284 



y'' 9 >f T — Upper lOpmol/ytil 



5 




5 



pyrobest mkjHV y^'^ — H 5 unit/^1 



0.5 



73.5 



It 



100 



[0 13 8] 

±m(DK}t^. Tubel-'Tube8®)SM#»§:#5 l«^^g&{C#L, mm^m 

^.Lfe (03) „ mmi)mm-^nr^r^tt>. Tuhe8(DKfZ^mm(D^m(Dm-^^n^ 

^ift>!f;b j: y [gjRLT, pGEM-T Vector System (Promegat±) V-^C^iU^ hK'^ 
[0139] 

[0 14 0] 

mt. it^^^mx^mmmzn^ ^ i: ® § mmo^^-^a^wLmo^-s^-^o^ d n a 

[0141] 

<lT0> 0|fMM#^WSlNT¥shinbo^ ~" " 

<120> DN A(Z)g^7g'<£ 
<130> P-7132 



5 5 



ffi|iE#2 0 0 1 - 3 0 
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<160> 22 

<210> 1 
<211> 630 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: synthetic DNA 



<400> 1 



ggctcgaggt 


accgcggccg 


ctcacaagac 


aaggcaacca 


gattttttct 


tcccacgtct 


60 


agcttgcaga 


gcagctctcg 


tagccatttc 


aaaaacctct 


ctcactccat 


ctttggtctt 


120 


tgctgaacac 


tccatgtacc 


caaaagcgcc 


aatcctgttt 


gccatatctc 


tgccttcttc 


180 


aggtttcacc 


ggctcctgct 


tcatcttggc 


tagctcccgc 


cttgtgtgct 


catcattccg 


240 


aagatccttc 


ttattcccaa 


cccggatgat 


gggcacgttg 


ggacagaaat 


gcttgacttc 


300 


tggggtccac 


ttttctggga 


tgttttctaa 


actatcaggg 


ctgtcgatgg 


aaaaacacat 


360 


cagtataaca 


tcggtatctg 


ggtaggagag 


gggcctcagg 


cgatcataat 


cttcctgccc 


420 


agctgtgtcc 


cacaaagcca 


actctacctg 


ctttccatcc 


acctcgatat 


ctgccacata 


480 


gttctcaaac 


actgtgggca 


catacacctc 


tgggaactgg 


tccttgctga 


agactattaa 


540 


taggcatgtc 


tttccacagg 


ctacatcacc 


aacaatcacc 


agtttcttcc 


ggttcaggtc 


600 


ctcctcggag 


atcagcttct 


gctccatggg 








630 



<210> 2 
<211> 90 
<212> DM 

<213> Artificial Sequence 
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<220> 

<223> Description of Artificial Sequence: synthetic DNA 
<400> 2 

aagatccttc ttattcccaa ccaggatgat gggcacgttg ggacagaaat gcttgacttc 60 
tggggtccac ttttctggga tgttttctaa 90 

<210> 3 
<211> 90 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: synthetic DNA 
<400> 3 

aggtttcacc ggctcctgct tcatcttggc tagctcccgc cttgtgtgct catcattccg 60 
aagatccttc ttattcccaa ccaggatgat 90 

<210> 4 
<211> 90 
<212> DNA 

<213> Artificial Sequence 

<220>~ ~ ' ~ ^ ~ ^ ~ ~ — — — = 

<223> Description of Artificial Sequence: synthetic DNA 

<400> 4 

tgctgaacac tccatgtacc caaaagcgcc aatcctgttt gccatatctc tgccttcttc 60 
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aggtttcacc ggctcctgct tcatcttggc 90 

<210> 5 
<211> 90 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: synthetic DNA 
<400> 5 

agcttgcaga gcagctctcg tagccatttc aaaaacctct ctcactccat ctttggtctt 60 
tgctgaacac tccatgtacc caaaagcgcc 90 

<210> 6 
<211> 90 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: synthetic DNA 
<400> 6 

ggctcgaggt accgcggccg ctcacaagac aaggcaacca gattttttct tcccacgtct 60 
agcttgcaga gcagctctcg tagccatttc 90 

<210> 7 
<211> 90 
<212> DNA 



mil#2 0 0 1 
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<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: synthetic DNA 
<400> 7 

ctctcctacc cagataccga tgttatactg atgtgttttt ccatcgacag ccctgatagt 60 
ttagaaaaca tcccagaaaa gtggacccca 90 

<210> 8 
<211> 90 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: synthetic DNA 
<400> 8 

caggtagagt tggctttgtg ggacacagct gggcaggaag attatgatcg cctgaggccc 60 
ctctcctacc cagataccga tgttatactg 90 

<210> 9 . 
<211> 90 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: synthetic DNA 
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<400> 9 

gaggtgtatg tgcccacagt gtttgagaac tatgtggcag atatcgaggt ggatggaaag 60 
caggtagagt tggctttgtg ggacacagct 90 

<210> 10 
<211> 90 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: synthetic DNA 
<400> 10 

ggtgatgtag cctgtggaaa gacatgccta ttaatagtct tcagcaagga ccagttccca 60 
gaggtgtatg tgcccacagt gtttgagaac 90 

<210> 11 
<211> 90 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: synthetic DNA 



<400> 11 

cccatggagc agaagctgat ctccgaggag gacctgaacc ggaagaaact ggtgattgtt 60 
ggtgatgtag cctgtggaaa gacatgccta 90 

<210> 12 



aitiE# 2001-3035075 
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<211> 612 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: synthetic DNA 



<400> 12 



attaagaaac 


atgtagaatt 


aggttttcca 


ccaacaagct 


ttgtacccct 


tgatgtaaag 


60 


aaccgtaaac 


aacacgttgc 


tttgcttatg 


aattcttctg gatctactgg 


tttacctaaa 


120 


ggtgtacgaa 


ttacccacga 


aggtgcagtt 


acaagattct 


cacacgctaa 


ggatccaatt 


180 


tacggaaacc 


aagtttcacc 


tggtactgct 


attttaactg 


tcgttccgtt 


ccatcatgga 


240 


tttggaatgt 


ttaccacttt 


aggatacttt 


gcttgcggat 


accgtgttgt 


aatgttaaca 


300 


aaatttgatg 


aagaactgtt 


tttgagaact 


ttgcaagatt 


ataagtgtac 


cagtgtgatt 


360 


cttgtaccaa 


ccttatttgc 


tattctcaac 


aagagtgaat 


tgatcgataa 


gttcgattta 


420 


tctaatctaa 


ctgaaattgc 


ttctggtgga 


gctcctttgg 


caaaagaagt 


tggcgaagca 


480 


gtcgctagaa 


gatttaatct 


acccggtgtc 


cgtcagggtt 


acggattaac 


agaaacaaca 


540 


tctgcattta 


ttattactcc 


agaaggtgat 


gataaacctg 


gagcatctgg 


aaaagtggta 


600 


cccttattca 


aa 










612 



<210> 13 
<211> 104 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: synthetic DNA 
<400> 13 
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attaagaaac atgtagaatt aggttttcca ccaacaagct ttgtacccct tgatgtaaag 60 
aaccgtaaac aacacgttgc tttgcttatg aattcttctg gate 104 

<210> 14 
<211> 104 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: synthetic DNA 
<400> 14 

ttggatcctt agcgtgtgag aatcttgtaa ctgcaccttc gtgggtaatt cgtacacctt 60 
taggtaaacc agtagatcca gaagaattca taagcaaagc aacg 104 

<210> 15 
<211> 104 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: synthetic DNA 
<400> 15 

ttacaagatt ctcacacgct aaggatccaa tttacggaaa ccaagtttca cctggtactg^ 60 — 
ctattttaac tgtcgttccg ttccatcatg gatttggaat gttt 104 

<210> 16 
<211> 104 

6 2 ffiIiE#2 0 0 1 - 3 0 3 5 0 7 5 
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<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: synthetic DNA 
<400> 16 

ctcaaaaaca gttcttcatc aaattttgtt aacattacaa cacggtatcc gcaagcaaag 60 
tatcctaaag tggtaaacat tccaaatcca tgatggaacg gaac 104 

<210> 17 
<211> 104 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: synthetic DNA 
<400> 17 

ttgtaatgtt aacaaaattt gatgaagaac tgtttttgag aactttgcaa gattataagt 60 
gtaccagtgt gattcttgta ccaaccttat ttgctattct caac 104 

<210> 18 
<211> 104 

<212> DNF -~t~~ ^ — — - ■ — - 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: synthetic DNA 
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<400> 18 

tttgccaaag gagctccacc agaagcaatt tcagttagat tagataaatc gaacttatcg 60 
atcaattcac tcttgttgag aatagcaaat aaggttggta caag 104 

<210> 19 
<211> 104 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: synthetic DNA 
<400> 19 

aattgcttct ggtggagctc ctttggcaaa agaagttggc gaagcagtcg ctagaagatt 60 
taatctaccc ggtgtccgtc agggttacgg attaacagaa acaa 104 

<210> 20 
<211> 104 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: synthetic DNA 



<400> 20 

tttgaataag ggtaccactt ttccagatgc tccaggttta tcatcacctt ctggagtaat 60 
aataaatgca gatgttgttt ctgttaatcc gtaaccctga cgga 104 



ffi|iE# 2001-3035075 



#2 000-229284 



<210> 21 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: synthetic DNA 
<400> 21 

attaagaaac atgtagaatt 20 

<210> 22 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: synthetic DNA 
<400> 22 

tttgaataag ggtaccactt 20 

[mi] mi <D:^mmmmo)-miz.i3ii^^:^v ^'-t-^^sm^&^i-. 

[0 3] mmmzX-mi^ntcP C R;K^5^#l(Tubel~Tube8)®«^^l&^Ci: 



6 5 



mtiE# 2001-3035075 
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mi] 



a® 



-630b p- 
-510b p- 
-390b p- 
-270 b p- 
-1 50b p- 



U5 



U4 



U3 



U2 



Ul 



LI 



L2 



L3 



L4 



L5 
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CI1I2] 



@a<)ODNAlB^J 



fGE*>jrJ-7- Aa2 Ab2 Ba2 Bb2 

(4 : 1) (1:4) 
90bp — I 

i 
I 

I 
I 
I 
i 

I 

^ I 



ISObp 



270bp 



^V^(4 : 1) 

MIX 



^^(4 : 1)^ 

KIX 



I 



500bp 



C 5^-lS-?iJ fr-V^ 



2 
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[03] 



I I 

^1 II lllllv 



Obp 
600bp 
SOObp 
400bp 
300bp 
200bp 

lOObp 




3 
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